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Introduction

The codebook for CANDIDA-Screen is designed to identify bacteria using the MIKRO-LA-TEST
CANDIDA-Screen test kit. The identification, ie interpretation of the result, can be done in three
ways:

1. manually - by comparing the result with the data in the differentiation table
2. using an identification program (eg ErbaExpert)
3. using this codebook

All of the mentioned identification methods are based on the data of the identification matrix
(frequency matrix, etc.), ie table containing taxa, tests and percentages of positive reactions of
particular tests for each taxon. The taxon may be:

« genus - Morganella sp.
« species - Morganella morganii
« subspecies - Morganella morganii ssp. morganii

The codebook contains the identification results using the CANDIDA-Screen set ordered
according to the value of the so-called profile code. Sorting results by the value of the profile
code allows for easy and fast search. The identification quality evaluation for each profile code
is based on the calculation of the probability of the result from the identification matrix data; the
evaluation is detailed below.



Creating a profile code

For easier identification, it is advisable to convert the obtained results of each test (+/-) into a
numerical profile (octal code). Tests are first divided into groups:

" UrRe [ suc | muT || tac | AL [ TRE || cEL | PRO |
| ] | 2 | 3

The test groups are created in accordance with the sequence of tests in the strip.
The last group is incomplete and contains the remaining strip tests.

In each created group, there are assigned values 1, 2, and 4 to the particilar tests according to
the following scheme:

" URE | suc | MT || tac | AL [ TRE | cEL | PRO |
o1 2 e e 2 | e s | 2 |

When creating a profile code for a specific result, proceed as follows:

. positive tests are assigned 1, 2 or 4 values

« negative tests are always assigned a zero value

. the values assigned to the tests are added in each test group
« the resulting group of numbers represents the profile code

" URe+ | suc- | muT- || tac+ | AL+ | TRE+ || cEL+ | PRO- |
1 | o | o [ 2 | 2 | 4 | 1 | o |
| ] || 7 || ]

In this example, a profile 171 was created.

The results are organized in the codebook according to the value of the profile code in
ascending order.



Using the codebook
The following information is provided for each profile code in the codebook:
« Profile code.
« ldentification score and T-index values. They are listed for each taxon:

Identification score — the taxon with the highest value is ranked first; the identification
score indicates the probability of occurrence of a given result for that taxon, related to
the probability of occurrence of the result for all other taxa.

Identification score = 99 ... the strain is excellently distinguished
Identification score = 95 ... the strain is very good distinguished
Identification score =2 90 ... the strain is distinguished

Identification score < 90 ... the strain is not sufficiently distinguished

T-index — an indication of the extent to which the result corresponds to the most typical
result for that taxon; an entirely typical result corresponds to a T-index value equal to 1.
The value may lie in the range from 0 to 1 and is inversely proportional to the number of
atypical tests.

T-index 2 0,75 ... typical strain

T-index = 0,50 ... less typical strain
T-index = 0,25 ... atypical strain

T-index < 0,25 ... completely atypical strain

. List of atypical characters (tests) - the list of all atypical characters (listed below) is
valid only for the first taxon; the percentage of positive reactions is given for every
atypical test.

. List of additional tests — if taxa are insufficiently differentiated, additional tests allow for
more accurate identification. Additional tests show percentages of positive reactions.

If the profile code in the diagnostic list is not listed, it is a very atypical result, or it is a taxon that
is not included in the identification matrix.



List of taxa used to create a codebook

Candida albicans
Candida glabrata
Candida guilliermondii
Candida kefyr

Candida krusei

Candida lipolytica
Candida lusitaniae
Candida parapsilosis
Candida tropicalis
Cryptococcus neoformans
Geotrichum sp.
Saccharomyces cerevisiae
Trichosporon sp.



List of tests used to create a codebook
Basic set of tests

URE urease

SUC acid from saccharose
MLT acid from maltose

LAC acid from lactose

GAL acid from galactose
TRE acid from trehalose
CEL acid from cellobiose
PRO L-prolinaminopeptidase

Additional (distinguishing) tests

ATS arthrospores production
GET germ tubes production
HYP hyphes production

PSH pseudohyphes production



BBepeHue

o Koposas kHura ans KAHOWOA-CkpuH npegHa3sHavyeHa ang naeHTudunkaumm rpnbos ¢
ncnonb3oBaHnemM TectoBoro Habopa MIKRO-LA-TEST KAHONOA-CkpuH.
NaoeHTudukauus, T.e. HTepnpeTaumns pesynbrtata, MOXeT ObITb BbINONIHEHA TPeMS
cnocobamu:

e 1. Bpy4HylO - NyTEM CpaBHEHUA pe3ynbTaTa C JaHHbIMU B Tabnuue
anddepeHunpoBaHns

e 2. C MCMNOMNb30BaHUEM MporpaMmmbl naeHTUdUuKauum (Hanpumep, ErbaExpert)

e 3. MCnonb3ysa 3Ty KOAOBYH KHUTY

e Bce ynomsaHyTble MeToAbl MAEHTUMUKALMM OCHOBAHbI HA AaHHbLIX MaTpuULbl
naeHTndmkaumm (YacToTHOM MaTpuLbl ), TO €CTb Tabnuupbl, CoaepKaLlen TakCOHbI,
TECTbl ¥ MPOLEHTbI NONOXUTENBHbIX PEAKLMIN KOHKPETHBIX TECTOB ANSA KaXK40ro TakCoHa.
TakcoHOM MOXeT ObITb:

« popa - Morganella sp.

« BuA - Morganella morganii

. nogeug - Morganella morganii ssp. Morganii

KogoBas kHuUra cogepxuT pesynbTaTbl MAEHTUdUKaALMKN C MCNosib3oBaHNeM Habopa
KAHOWOA-CKpWH, ynopsagoYeHHOro B COOTBETCTBMM CO 3HAYEHMEM TaK Ha3biBaeMbIX KOOOB
npocunsa. CopTupoBka pe3ynbTaToB MO 3HAYEHWUIO KoAa NPOMns NO3BONAET NErko U
6bICcTpo nckatb. OueHka KayecTBa MaeHTMdUKaLMKM ONs Kakaoro koga npoduns ocHoBaHa
Ha BblMUCNEHUN BEPOSTHOCTM pe3ynbTata 13 AaHHbIX MaTpuLbl UAEHTUMKALMK; OLLEeHKa
npvBegeHa Huxe.



Co3spgaHue koaga npoduns:

[ns 6onee To4HOM naeHTUdmkaummn LenecoobpasHo npeobpasoBaTb NONyYEHHbIE pe3ynbTaThl
Kaxgoro Ttecta (+/-) B uicrnoBon npodunb (BOCbMEPUYHbBIN KoA). TeCTbl CHavana gensitcsa Ha
rpynnbl

" UrRe | suc [ mT || tac | eaL [ TRE || cEL | PRO

| L | 2 | 3

Tenepb nony4yaem 5 rpynn no Tpy U B OOHOW rpynne ABa Tecta. B kaxgow rpynne TOMbKO
KaXgoMmy NofoXntTenbHOMY TeCTy Aal0TCs YNCNOoBble 3HavYeHnsa 1, 2 u 4:

nepBbI TECT TPOMKM - 1

BTOPOW TECT TPOWNKU - 2

TPeTUn Tect Tpoukn -4

BCEM OoTpuLaTenbHbIM pesyrnbTaTtamM gaetca 3HadyeHue 0

" URE | suc | MT || tac | eaL | TRE || cEL | PRO |

1 2 a2 | e s | 2 |

Mpn cosgaHum Koda npoduna AOns KOHKPETHOro pesynbrata HeobXo4uMMO  BbIMOMHUTL
cnegylowme encTeus:

* NONOXMNTENbHBbIM UCMLITAHNAM NpucBamBaloTcs 1, 2 Unn 4 3HaYeHus

* oTpyUaTenbHbIM UCMbITAaHUAM BCerga npMcBanmBaeTCsl HyneBoe 3HadyeHne

* MOMyY€eHHble 3HAa4YEeHMS CYMMUPYIOTCA B KaXOoW TECTOBOW rpynne

* UTOroBasi rpynna Ynucen npeacraenseT cobon ko npocuns

" URe+ | suc- | muT- || tac+ | AL+ | TRE+ || cEL+ | PRO- |
1 oo o s |2 | a4 | 1 | o |
| L || 7 || 1

B aTom npumepe 6bin co3gan npocduns 171.
PesynbTaTbl pacnonaraloTca B KOOOBOW KHUIe B COOTBETCTBMM CO 3HAYEHMEM Koda npodung B
nopsifike BO3pacTaHus.



MCNOJNIb30BAHUE MHOEKCA YACNOBbIX MPO®UIEN

Hangute yncnoson npocusnb B nHOeKce; Npominmn cCUCTeMaTn3NpoBaHbl B permcTpe B nopsake

BO3pacTaHus BEMNUYNH YnCen.

Mpodhunb conpoBoXxgaeTca crneayowen nHpopmaumnen:

- 3Ha4yeHus 2-X WHAOEKCOB ANS KaXKOoro TakcoHa:

a) npoueHT wuaeHTUdUKaumm ( % id ) — nokasaTtenb, OLEHMBAIOLWUN HACKOMbKO
6nM3KO  MOnyYeHHbI NPodub COOTBETCTBYET MAEHTUMPULMPOBAHHOMY TaKCOHY MO
CPaBHEHMIO C OPYIMMW TakCOHaMM, BKMOYEHHbIMW B OaHK AaHHbIX;

TaKCOHbI CUCTEMATM3MPOBaHbI B COOTBETCTBUN C NX BenninHamm % id.

6) T unagekc (Tin) — nokasbiBaeT HAaCKONbKO 6n3ko Npodub COOTBETCTBYET GONBLUNHCTBY
TUMWYHBIX peakunn JaHHoro TakcoHa. Ero BenuumHa BapbupyeT oT0 go 1 m
obpaTHO nponopuuoHarnbHa KONMMYeCTBY aTUMNYHbLIX TECTOB.

- nepeyvyeHb aTUNM4HbIX TecToB ( T. against) Ons nNepBoro u3 NepeyucrieHHbIX TaKCOHOB
C yKasaHMeM NpoLeHTa NONOXUTENbHbIX PeakUUin, 3anoXeHHbIX B 6a3y OaHHbIX;

- nepeyvyeHb [OOMOSHUTEMbHbLIX TECTOB — €CNMU TaKCOHbl He [OOCTAaTOYHO  XOPOLUO
naeHTMdmumpyoTcs ¢ nomowbo KAHOWMOA-CkpuH;  OononHUTEnNbHble TecThl
NpMBOAATCA C NPOLIEHTOM MOMOXUTENBHbIX PEeaKUUN, 3anoXeHHbIX B 6a3y AaHHbIX;

- TMOSAACHEHMS B CINy4Yae, €CnM  KayecTBO uAaeHTMdMKauMM  BbIXOOMT 3@  paMKu

BbllLIENEPEYNCTIEHHbIX NMOKa3aTenewu;

OLleHKa KadecTBa uaeHTMdumKaummn, ncxoasa ua aHadveHmn %id un T-index:

MpoueHT naeHTdukauum

%id >= 99 — TaKCOH OTNIMYHO OTNNYAETCA OT APYrMX TakCOHOB

%id >= 95 - TaKCOH OYEHb XOPOLLO OTNNYAETCH OT APYrMX TakCOHOB

%id >= 90 - TakCOH yOOBNETBOPUTENBHO OTNINYAETCA OT APYrMX TaKCOHOB
%id < 90 - TakCOH HeyAOBMNETBOPUTENBHO OTNMYaeTCs OT APYrnX TaKCOHOB

T-nHpekc

T-nHpekc >= 0.75- TUNWYHbIN LUTaMM

T-nHpekc >= 0.50- MeHee TUMUYHbIN LTamMM
T-nHpekc >= 0.25- aTUNMYHbIN LUTaMM

T-nHpekc < 0.25- NONHOCTbIO aTUMUYHbIA LUTAaMM

T-unpekc %id Ka4yecTBO naeHTudnKkaumm

>=0.75 >=0.99 OTINYHAA MWOAEHTNOUNKALIUA

>=0.50 >=0.95 OYEHb XOPOWAA MOEHTUONKALNA

>=0.25 >=0.90 XOPOWAA MOEHTUOPUKALWA ana nepsoro TakcoHa

>=0 >=0.90 TMPUEMITMMAA NWOEHTUPUKALUA ons nepBoro TakcoHa

< 0.90 HMBKOE PAIJIMYME

- BblOpaHHble TAKCOHbI OTHOCATCA K pa3HbIM poaam
WOEHTNOUKALUMA 0O POOA
- BblbGpaHbl 6onee 0gHOro TakCoHa TOro Xe poaa
WOEHTUOUKALMA 0O BUOA
- BblbpaHbl bonee yem oauH BMUA 1 Noasug B ogHom obpasue

B cnyuvae, ecnvn npodunb He HarWaeH B nHAekce npodunen, TO BO3MOXHO:
- npodunb ABNSETCS COBCEM aTUMNYHBIM M YacToTa ero BCTPe4aeMOoCTM OYEHb HU3Kas
- npodunb OTHOCUTCA K TAKCOHY, KOTOPbI HE BKMOYEH B 6a3y AaHHbIX.



Cnucok TaKCOHOB, UCMOJ1b3yeMbIX ANnA co3aaHusA KO,qOBOI7I KHUUN
Candida albicans

Candida glabrata

Candida guilliermondii
Candida kefyr

Candida krusei

Candida lipolytica
Candida lusitaniae
Candida parapsilosis
Candida tropicalis
Cryptococcus neoformans
Geotrichum sp.
Saccharomyces cerevisiae
Trichosporon sp.



Cnucok TecToB, UCNONb3yeMbIX ANA cO3AaHMA Koaa npodpuna
BasoBbI Habop TecToB

URE Ypeasa

SUC Caxaposa
MLT ManbTo3a
LAC Jlaktosa
GAL [anakrtosa
TRE Tperanosa
CEL Uennobwuosa
PRO T[lponuH

dononHuTtenbHble (OTHM‘-IVITeanbIe) TeCTbl

ATS obpasoBaHue apTpocrop

GET o6GpasoBaHue pocToBbIX TPyOOK
HYP ob6pa3soBaHue cymok

PSH o6pasoBaHne nceBaorndos



Code
Taxon

000 Low discrimination

Candida krusei
Geotrichum sp.
Trichosporon sp.

001 Low discrimination

Candida krusei

Geotrichum sp.

Trichosporon sp.

002 Low discrimination

Candida lipolytica
Candida krusei
Geotrichum sp.

010 Low discrimination

Candida krusei

Geotrichum sp.

Trichosporon sp.

020 Low discrimination

Geotrichum sp.

Candida krusei

Trichosporon sp.

021 Low discrimination

Geotrichum sp.

Candida kefyr

Candida krusei

022 Low discrimination

Geotrichum sp.

Candida lipolytica

Candida krusei

030 Low discrimination

Candida kefyr

Geotrichum sp.

Candida krusei

031 Good identification

Candida kefyr
040 Very good identification

Candida glabrata

Candida krusei

Geotrichum sp.

041 Good identification

Candida glabrata
Candida krusei

ID
score

55.08
38.91
5.19

49.69
35.10
14.32

43.10
30.52
23.48

49.83
35.20
14.36

81.21
17.12
0.78

61.83
19.62
13.04

54.53
28.86
10.55

55.25
36.08
7.61

100.0

98.33
0.83
0.59

97.87
0.83

T
index

1.00
1.00
0.72

0.41
0.41
0.27

0.82
0.76
0.77

0.41
0.41
0.27

0.89
0.65
0.27

0.30
0.19
0.06

0.66
0.55
0.40

0.39
0.30
0.06

0.41

1.00
0.41
0.41

0.41
-.18

tests

against

CEL1

LAC 1

CEL1

PRO 14

SUC 99

SUC 99

CEL1

Differentiation tests

PSH HYP
99 2
99
99
PSH HYP
99 2
99
99
PSH HYP
99 1
99 2
1 99
PSH HYP
99 2
99
99
PSH HYP
1 9
99 2
1 99
HYP PSH
99 1
98
2 99
PSH HYP
1 9
99
99
HYP PSH
1 98
99 1
2 99
PSH HYP
101
99 2
1 99
PSH HYP
11
99 2

Code

000

001

002

010

020

021

022

030

031

040

041



Code
Taxon
Trichosporon sp.

042 Low discrimination

Candida glabrata

Candida lipolytica

Candida krusei

050 Good identification

Candida glabrata
Candida krusei
Trichosporon sp.

060 Low discrimination

Candida glabrata
Geotrichum sp.
Candida krusei

062 Low discrimination

Candida guilliermondii

Geotrichum sp.

Candida lipolytica

100 Low discrimination

Trichosporon sp.
Cryptococcus neoformans
Geotrichum sp.

101 Low discrimination

Trichosporon sp.

Cryptococcus neoformans
Geotrichum sp.

102 Low discrimination

Candida lipolytica
Trichosporon sp.
Geotrichum sp.

103 Low discrimination

Candida lipolytica
Trichosporon sp.
Geotrichum sp.

110 Very good identification

Trichosporon sp.

Cryptococcus neoformans
Geotrichum sp.

112 Low discrimination

Candida lipolytica
Trichosporon sp.
Geotrichum sp.

120 Low discrimination

ID
score

0.73

69.80
12.29
8.70

97.87
0.83
0.73

70.71
17.86
3.77

80.60
7.97
4.22

88.49
5.67
3.88

79.90
18.38
1.15

86.24
12.93
0.62

67.87
31.16
0.49

95.93
2.01
1.38

68.20
31.31
0.49

index
-.18

0.41
0.23
0.17

0.41
-.18
-.18

0.41
0.30
0.06

0.41
0.07
-.04

1.00
0.72
0.62

0.55
0.44
0.03

1.00
0.76
0.39

0.41
0.31
-.20

0.55
0.13
0.03

0.41
0.31
-.20

tests

against

PRO 1

LAC 1

GAL 1

SUC 99

CEL 3

CEL1

LAC 3

LAC 1

Differentiation tests

PSH

99
99

PSH

99

PSH

99

HYP

99

HYP

99

99

HYP
99

99

HYP

99
99

HYP

99
99

HYP
99

99

HYP

99
99

99

HYP

99

HYP

99

PSH

99

99

PSH
99

PSH
99

PSH
99

Code

042

050

060

062

100

101

102

103

110

112

120



Code
Taxon

Cryptococcus neoformans
Trichosporon sp.

Geotrichum sp.

121 Good identification

Cryptococcus neoformans
Trichosporon sp.

Geotrichum sp.

122 Good identification

Candida lipolytica
Trichosporon sp.
Geotrichum sp.

130 Low discrimination

Cryptococcus neoformans
Trichosporon sp.

Geotrichum sp.

140 Low discrimination

Trichosporon sp.

Candida glabrata

Cryptococcus neoformans

142 Low discrimination

Candida lipolytica

Trichosporon sp.

Candida glabrata

160 Very good identification

Cryptococcus neoformans
Trichosporon sp.

Geotrichum sp.

161 Good identification

Cryptococcus neoformans

200 Low discrimination

Saccharomyces cerevisiae

Candida krusei

Geotrichum sp.

202 Low discrimination

Candida guilliermondii

Candida lipolytica

Candida krusei

203 Very good identification

Candida lusitaniae

Candida guilliermondii

210 Acceptable identification

ID
score

78.78
12.69
7.72

94.90
4.25
0.85

92.67
3.48
2.30

62.85
30.99
6.16

54.09
24.99
19.76

67.03
30.77
0.96

96.33
2.72
0.54

100.0

40.44
26.46
18.69

43.13
18.26
12.92

96.39
3.61

T
index

0.86
0.55
0.51

0.58
0.11
-.08

0.73
0.31
0.28

0.27
0.11
-.08

0.55
0.41
0.50

0.41
0.31
-.18

0.64
0.11
-.08

0.35

0.58
0.41
0.41

0.41
0.23
0.17

0.67
0.19

tests

against

CEL 10

GAL 11

LAC 1

TRE 3

TRE 1

CEL 10

MLT 90

GAL 99

MLT 90

Differentiation tests

HYP
1

99
99

HYP

99
99

HYP PSH

99
99

HYP

99
99

HYP
99

HYP PSH

99

HYP

99
99

HYP PSH

9 1

Code

121

122

130

140

142

160

161

200

202

203

210



Code
Taxon

Candida kefyr

Saccharomyces cerevisiae

Candida krusei

211 Good identification

Candida kefyr
220 Low discrimination

Candida kefyr
Saccharomyces cerevisiae
Candida guilliermondii

221 Very good identification

Candida kefyr

Candida guilliermondii

Cryptococcus neoformans

222 Very good identification

Candida guilliermondii

Candida lusitaniae

Candida parapsilosis

223 Low discrimination

Candida guilliermondii
Candida lusitaniae

Candida kefyr

230 Excellent identification
Candida kefyr

Saccharomyces cerevisiae

231 Excellent identification
Candida kefyr

232 Low discrimination

Candida guilliermondii
Candida kefyr
233 Low discrimination

Candida kefyr
Candida guilliermondii
Candida lusitaniae

240 Low discrimination

Saccharomyces cerevisiae

Candida glabrata

Cryptococcus neoformans

242 Low discrimination

Candida guilliermondii
Candida lusitaniae

ID
score

91.77
3.06
2.00

100.0

57.47
32.54
3.54

97.70
0.90
0.56

98.91
0.37
0.22

70.67
28.55
0.78

99.90
0.10

100.0

51.82
48.18

81.50
13.18
5.32

54.73
42.91
1.03

74.13
18.36

index

0.39
-.01
-.18

0.41

0.76
0.72
0.41

0.78
0.19
0.13

1.00
0.34
0.11

0.78
0.72
0.19

0.98
0.13

1.00

0.41
0.39

0.41
0.19
0.13

0.58
0.41
0.05

0.41
0.29

tests

. Differentiation tests Code
against
GAL 99
211
GAL 99
220
221
PSH
98
99
1
222
223
230
231
232
LAC 1
233
PRO 1
240
MLT 90
242
GAL 99



Code
Taxon
Saccharomyces cerevisiae

243 Very good identification

Candida lusitaniae
Candida guilliermondii

260 Low discrimination

Saccharomyces cerevisiae

Candida tropicalis

Candida guilliermondii

261 Low discrimination

Candida kefyr
Candida guilliermondii
Saccharomyces cerevisiae

262 Very good identification

Candida guilliermondii

Candida albicans

Candida parapsilosis

263 Low discrimination

Candida guilliermondii

Candida lusitaniae

Candida albicans

270 Very good identification

Candida kefyr
Saccharomyces cerevisiae
Candida tropicalis

271 Very good identification
Candida kefyr
272 Acceptable identification

Candida guilliermondii

Candida kefyr

Candida albicans

300 Low discrimination

Cryptococcus neoformans
Trichosporon sp.
Geotrichum sp.

301 Very good identification

Cryptococcus neoformans
Trichosporon sp.

302 Low discrimination

Candida lipolytica
Trichosporon sp.
Cryptococcus neoformans

ID
score

2.30

96.39
3.61

68.99
16.61
7.50

64.97
14.43
7.60

95.15
2.26
2.12

71.09
28.72
0.10

97.08
2.35
0.57

100.0

92.18
3.57
2.19

85.80
13.82
0.20

95.71
4.29

60.28
27.67
11.62

index
-.01

0.67
0.19

0.72
0.41
0.41

0.37
0.19
0.13

1.00
0.41
0.41

0.78
0.72
-.18

0.57
0.13
-.18

0.59

0.41
-.02
-.18

0.86
0.55
0.03

0.58
0.11

0.41
0.31
0.27

tests

. Differentiation tests
against

MLT 90

MLT 90

TRE 4

GET

91

GET

91

TRE 4

TRE 4

GET
LAC 1 1

91

HYP

99
99

HYP
CEL 10 1
99

HYP PSH
Suc1 1 99

99

1

Code

243

260

261

262

263

270

271

272

300

301

302



Code
Taxon

310 Low discrimination

Cryptococcus neoformans
Trichosporon sp.

320 Excellent identification

Cryptococcus neoformans

Candida kefyr

Trichosporon sp.

321 Very good identification

Cryptococcus neoformans
Candida kefyr
322 Low discrimination

Candida guilliermondii

Cryptococcus neoformans

Candida lipolytica

330 Low discrimination

Cryptococcus neoformans

Candida kefyr

331 Acceptable identification
Candida kefyr

Cryptococcus neoformans

340 Very good identification

Cryptococcus neoformans
Trichosporon sp.

Saccharomyces cerevisiae

341 Good identification

Cryptococcus neoformans

360 Very good identification

Cryptococcus neoformans

Saccharomyces cerevisiae

Candida tropicalis

361 Very good identification

Cryptococcus neoformans
362 Low discrimination

Candida guilliermondii

Cryptococcus neoformans

Candida albicans

400 Low discrimination

Candida krusei
Geotrichum sp.
Trichosporon sp.

ID
score

66.98
33.02

99.54
0.17
0.17

98.24
1.76

4521
44.25
9.46

51.28
48.72

90.94
9.06

96.35
2.72
0.52

100.0

99.33
0.54
0.13

100.0

82.05
14.17
1.95

46.29
32.70
13.34

T
index

0.27
0.11

1.00
0.17
0.11

0.72
0.19

0.41
0.41
0.14

0.41
0.39

0.41
0.13

0.64
0.11
-.01

0.35

0.78
0.13
-.18

0.50

0.41
0.19
-.18

0.41
0.41
0.27

tests

against

LAC 1

CEL 10

URE 1

LAC 1

URE 1

CEL 10

CEL 10

URE 1

MLT 1

Differentiation tests

HYP

99

HYP PSH

1 1

1 98

99 1

PSH

98

PSH
99

99

PSH

98

PSH

98

HYP

99

PSH

19
99

PSH GET
9 1

99 91

PSH HYP

99 2
99
99

Code

310

320

321

322

330

331

340

341

360

361

362

400



Code
Taxon

402 Low discrimination

Candida lipolytica

Candida krusei

Geotrichum sp.

403 Good identification

Candida lusitaniae
Candida lipolytica
420 Low discrimination

Saccharomyces cerevisiae
Geotrichum sp.

Candida tropicalis

423 Good identification

Candida lusitaniae

440 Low discrimination

Candida glabrata

Saccharomyces cerevisiae

Candida tropicalis

443 Good identification

Candida lusitaniae
460 Good identification

Candida tropicalis
Saccharomyces cerevisiae
Candida albicans

462 Low discrimination

Candida albicans
Candida parapsilosis
Candida tropicalis

463 Acceptable identification

Candida lusitaniae

Candida albicans

Candida parapsilosis

500 Low discrimination

Trichosporon sp.
Cryptococcus neoformans
Geotrichum sp.

502 Low discrimination

Candida lipolytica

Trichosporon sp.

Geotrichum sp.

520 Good identification

ID
score

73.20
12.56
9.67

96.04
3.96

41.68
30.27
18.97

100.0

85.02
9.86
3.26

100.0

90.97
8.33
0.24

49.65
46.58
1.95

93.30
3.46
3.24

79.25
18.23
1.14

89.71
9.98
0.16

index

0.41
0.17
0.18

0.36
-.18

0.41
0.30
0.18

0.41

0.41
0.27
0.00

0.36

0.59
0.41
-.18

0.41
0.41
0.00

0.41
-.18
-.18

0.55
0.44
0.03

0.59
0.31
-.20

tests
against

MLT 4

SUC 99

SUC 99

SUC 99

MLT 1

SUC 99

SUC 96

SUC 99

SUC 99

MLT 3

MLT 4

Differentiation tests

PSH HYP
9 1
99 2

1 99

HYP PSH
119
99 1
8 99

PSH

19
99

GET

91

GET
91

GET

91

HYP

99

99

HYP PSH

99
99

HYP

Code

402

403

420

423

440

443

460

462

463

500

502

520



Code

Taxon

Cryptococcus neoformans
Trichosporon sp.

Geotrichum sp.

521 Good identification

Cryptococcus neoformans
522 Acceptable identification

Candida lipolytica
Cryptococcus neoformans
Trichosporon sp.

560 Low discrimination

Cryptococcus neoformans
Candida tropicalis

600 Very good identification

Saccharomyces cerevisiae

Candida tropicalis

Cryptococcus neoformans

601 Low discrimination

Candida lusitaniae
Saccharomyces cerevisiae
602 Low discrimination

Candida lusitaniae
Saccharomyces cerevisiae
Candida parapsilosis

603 Very good identification

Candida lusitaniae
610 Good identification

Saccharomyces cerevisiae
613 Good identification

Candida lusitaniae

620 Low discrimination

Saccharomyces cerevisiae

Candida tropicalis

Candida parapsilosis

621 Low discrimination

Saccharomyces cerevisiae
Candida lusitaniae
Candida tropicalis

622 Low discrimination

Candida parapsilosis
Candida albicans

ID
score
94.90
4.25
0.85

100.0

93.47
3.93
2.60

87.28
12.72

99.27
0.33
0.13

60.56
39.44

77.69
9.71
7.61

100.0

100.0

100.0

89.43
9.87
0.24

42.55
32.66
14.38

56.44
18.81

index
0.58
0.11
-.08

0.30

0.32
-01
-14

0.35
0.00

0.86
0.00
-.01

0.36
0.27

0.57
0.27
0.11

0.95

0.27

0.36

1.00
0.59
0.11

0.41
0.41
0.15

0.70
0.55

tests . .
. Differentiation tests
against
MLT 10 1
99
99
MLT 10
HYP PSH
MLT 4 1 99
GAL 11 1 1
99
PSH
MLT 10 1
99
PSH
19
99
1
PRO 99
CEL 95
LAC 1
LAC 1
CEL 1
GET
TRE 91 1
91

Code

521

522

560

600

601

602

603

610

613

620

621

622



Code
Taxon
Candida guilliermondii

623 Very good identification

Candida lusitaniae

Candida guilliermondii

Candida parapsilosis

630 Low discrimination

Candida kefyr
Saccharomyces cerevisiae
Candida tropicalis

631 Good identification
Candida kefyr
633 Good identification

Candida lusitaniae
Candida kefyr
640 Good identification

Saccharomyces cerevisiae

Candida tropicalis

Candida albicans

641 Low discrimination

Candida lusitaniae
Saccharomyces cerevisiae
Candida tropicalis

642 Low discrimination

Candida albicans

Candida lusitaniae

Candida parapsilosis

643 Very good identification

Candida lusitaniae

Candida albicans

Candida parapsilosis

650 Acceptable identification

Saccharomyces cerevisiae
Candida tropicalis
653 Good identification

Candida lusitaniae

660 Low discrimination

Candida tropicalis
Saccharomyces cerevisiae
Candida albicans

661 Low discrimination

ID
score

13.60

98.13
1.42
0.34

50.04
44.99
4.97

100.0

98.31
1.69

92.28
7.41
0.08

55.21
35.96
8.84

32.95
31.19
30.91

99.89
0.06
0.05

92.57
7.43

100.0

71.49
26.99
0.77

T

index

0.62

1.00
0.40
0.11

0.39
0.41
0.00

0.41

0.41
-.18

0.86
0.41
-.18

0.36
0.27
-.04

0.41
0.57
0.41

0.95
-.18
-.18

0.27
-.18

0.36

1.00
1.00
0.41

tests

against

MLT 1

MLT 1

LAC 1

PRO 99

GAL 99

LAC 1

LAC 1

Differentiation tests

GET

91

GET

91

GET

91

GET

91

Code

623

630

631

633

640

641

642

643

650

653

660

661



Code

Taxon

Candida tropicalis

Saccharomyces cerevisiae

Candida lusitaniae

662 Low discrimination

Candida albicans

Candida parapsilosis

Candida guilliermondii

663 Good identification

Candida lusitaniae
Candida albicans
Candida parapsilosis

670 Low discrimination

Candida tropicalis

Saccharomyces cerevisiae

Candida kefyr

672 Low discrimination

Candida albicans
Candida parapsilosis
Candida guilliermondii

673 Acceptable identification

Candida lusitaniae

Candida albicans

Candida parapsilosis

700 Low discrimination

Cryptococcus neoformans
Saccharomyces cerevisiae
Trichosporon sp.

701 Good identification

Cryptococcus neoformans
703 Good identification

Candida lusitaniae
720 Good identification

Cryptococcus neoformans
Saccharomyces cerevisiae

Candida tropicalis

721 Good identification

Cryptococcus neoformans
723 Good identification

Candida lusitaniae
Cryptococcus neoformans
740 Low discrimination

ID
score
81.65
10.07
7.73

50.30
47.19
112

91.96
341
3.20

70.63
26.67
1.24

50.40
47.28
1.13

93.30
3.46
3.24

89.09
6.92
3.99

100.0

100.0

92.06
7.15
0.79

100.0

98.15
1.85

T
index
0.55
0.41
0.41

1.00
1.00
0.62

1.00
0.41
0.41

0.41
0.41
-.02

0.41
0.41
0.03

0.41
-.18
-.18

0.58
0.27
0.11

0.30

0.36

0.72
0.41
0.00

0.44

0.41
-.15

tests

against

CEL 3

LAC 1

LAC 1

LAC 1

MLT 10

MLT 10

URE 1

MLT 10

MLT 10

URE 1

Differentiation tests

GET
91

GET

91

GET
91

GET

91

HYP

99

PSH

19
99

PSH
98

Code

662

663

670

672

673

700

701

703

720

721

723

740



Code
Taxon

Cryptococcus neoformans
Saccharomyces cerevisiae

Candida tropicalis

743 Good identification

Candida lusitaniae
760 Low discrimination

Candida tropicalis
Cryptococcus neoformans
Saccharomyces cerevisiae

762 Low discrimination

Candida albicans

Candida parapsilosis

Candida guilliermondii

763 Acceptable identification

Candida lusitaniae
Candida albicans
Candida parapsilosis

ID
score

67.78
29.82
2.39

100.0

44.32
38.03
16.73

50.19
47.08
1.12

93.30
3.46
3.24

index

0.35
0.27
-.18

0.36

0.41
0.50
0.41

0.41
0.41
0.03

0.41
-.18
-.18

tests
against

MLT 10

URE 1

URE 1

URE 1

URE 1

Differentiation tests

PSH
1

19
99

PSH
99

19

GET
91

GET

91

Code

743

760

762

763



Erba Lachema s.r.o.

Karasek 2219/1d, 621 00 Brno, Czech Republic
Tel.: +420 517 077 111

E-mail: diagnostics@erbamannheim.com
www.erbalachema.com

Contact info / map
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