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Introduction

The codebook for ENTEROtest 24 N is designed to identify bacteria using the MIKRO-LA-TEST
ENTEROtest 24 N test kit. The identification, ie interpretation of the result, can be done in three
ways:

1. manually - by comparing the result with the data in the differentiation table
2. using an identification program (eg ErbaExpert)
3. using this codebook

All of the mentioned identification methods are based on the data of the identification matrix
(frequency matrix, etc.), ie table containing taxa, tests and percentages of positive reactions of
particular tests for each taxon. The taxon may be:

« genus - Morganella sp.
. species - Morganella morganii
« subspecies - Morganella morganii ssp. morganii

The codebook contains the identification results using the ENTEROtest 24 N set ordered
according to the value of the so-called profile code. Sorting results by the value of the profile
code allows for easy and fast search. The identification quality evaluation for each profile code
is based on the calculation of the probability of the result from the identification matrix data; the
evaluation is detailed below.



Creating a profile code

For easier identification, it is advisable to convert the obtained results of each test (+/-) into a
numerical profile (octal code). Tests are first divided into groups:

|URE /ARG |ORN|  [LYS | H2s | scl | MAL ONP
SAL| 1 [SOR| 2 |[MLB| 3 |CEL 4 [LAC 5 |TRE| 6 |[MAN 7 |GLR 8
| DUL |/ADO|  |ART|  [suc  |INO |RAF| |ESL BXY

Test groups are created in accordance with the test order in a vertical triples in the triplestrip.
Three tests are included in all groups.

In each created group, there are assigned values 1, 2, and 4 to the particilar tests according to
the following scheme:

URE| 1 [ARG 1 [ORN| 1 |[LYS 1 |H2S| 1 [SCl 1 [MAL 1 |[ONP 1
SAL| 2 [SOR 2 |[MLB| 2 |CEL 2 [LAC| 2 |[TRE 2 |[MAN 2 |GLR 2
'DUL| 4 |ADO| 4 |[ART 4 |SUC 4 |[INO 4 |RAF| 4 |ESL 4 |BXY 4

When creating a profile code for a specific result, proceed as follows:

. positive tests are assigned 1, 2 or 4 values

. negative tests are always assigned a zero value

. the values assigned to the tests are added in each test group
. the resulting group of numbers represents the profile code

URE+ 1 |ARG+| 1|ORN- 1|LYS+ 1|H2S- 0| SCI- 0|MAL- 0|ONP+ 1
| SAL- |0 |SOR+ 2 |MLB-|0|CEL+ 2|LAC- O|TRE+ 2|MAN- 0|GLR+ 0
| DUL- |0 |ADO+ 4 [ART+ 4 |SUC- 0| INO- | O|RAF- 0|ESL- 0|BXY+ 0

ot 7 |4 3 0 |2 |0 | ¢

In this example, a profile 17430201 was created.

The results are organized in the codebook according to the value of the profile code in
ascending order.



Using the codebook
The following information is provided for each profile code in the codebook:
« Profile code.
- ldentification score and T-index values. They are listed for each taxon:

Identification score — the taxon with the highest value is ranked first; the identification
score indicates the probability of occurrence of a given result for that taxon, related to the
probability of occurrence of the result for all other taxa.

Identification score = 99 ... the strain is excellently distinguished
Identification score = 95 ... the strain is very good distinguished
Identification score = 90 ... the strain is distinguished

Identification score < 90 ... the strain is not sufficiently distinguished

T-index — an indication of the extent to which the result corresponds to the most typical
result for that taxon; an entirely typical result corresponds to a T-index value equal to 1.
The value may lie in the range from 0 to 1 and is inversely proportional to the number of
atypical tests.

T-index 20,75 ... typical strain

T-index = 0,50 ... less typical strain
T-index = 0,25 ... atypical strain

T-index < 0,25 ... completely atypical strain

. List of atypical characters (tests) - the list of all atypical characters (listed below) is
valid only for the first taxon; the percentage of positive reactions is given for every
atypical test.

. List of additional tests — if taxa are insufficiently differentiated, additional tests allow for
more accurate identification. Additional tests show percentages of positive reactions.

If the profile code in the diagnostic list is not listed, it is a very atypical result, or it is a taxon that
is not included in the identification matrix.



List of taxa used to create a codebook

Aeromonas caviae
Aeromonas enteropelogenes
Aeromonas hydrophila subsp. hydrophila
Aeromonas ichthiosmia
Aeromonas jandaei
Aeromonas schubertii
Aeromonas sobria
Aeromonas veronii

Budvicia aquatica
Buttiauxella agrestis
Buttiauxella brennerae
Buttiauxella ferragutiae
Buttiauxella gaviniae
Buttiauxella izardii
Buttiauxella noackiae
Buttiauxella warmboldiae
Cedecea davisae

Cedecea lapagei

Cedecea neteri

Citrobacter amalonaticus
Citrobacter braakii
Citrobacter farmeri
Citrobacter freundii
Citrobacter gillenii
Citrobacter koseri
Citrobacter murliniae
Citrobacter rodentium
Citrobacter sedlakii
Citrobacter werkmanii
Citrobacter youngae
Cronobacter sakazakii
Edwardsiella hoshinae
Edwardsiella ictaluri
Edwardsiella tarda
Enterobacter aerogenes
Enterobacter amnigenus biovar 1
Enterobacter amnigenus biovar 2
Enterobacter asburiae
Enterobacter cancerogenus
Enterobacter cloacae subsp. cloacae
Enterobacter cloacae subsp. dissolvens
Enterobacter gergoviae
Enterobacter hormaechei
Enterobacter kobei
Enterobacter nimipressuralis
Enterobacter pyrinus
Escherichia coli

Escherichia fergusonii
Escherichia hermannii
Escherichia vulneris
Ewingella americana

Hafnia alvei

Hafnia alvei biovar 1



Klebsiella oxytoca

Klebsiella pneumoniae subsp. ozaenae
Klebsiella pneumoniae subsp. pneumoniae
Klebsiella pneumoniae subsp. rhinoscleromatis
Kluyvera ascorbata

Kluyvera cryocrescens

Kluyvera georgiana

Kluyvera intermedia

Leclercia adecarboxylata
Leminorella grimontii

Leminorella richardii

Moellerella wisconsensis

Morganella morganii subsp. morganii
Morganella morganii subsp. sibonii
Obesumbacterium proteus

Pantoea agglomerans

Pantoea ananatis

Pantoea citrea

Pantoea dispersa

Pantoea punctata

Pantoea stewartii subsp. indologenes
Pantoea stewartii subsp. stewartii
Pantoea terrea

Plesiomonas shigelloides

Pragia fontium

Proteus mirabilis

Proteus myxofaciens

Proteus penneri

Proteus vulgaris

Providencia alcalifaciens
Providencia heimbachae
Providencia rettgeri

Providencia rustigianii

Providencia stuartii

Rahnella aquatilis

Raoultella ornithinolytica

Raoultella terrigena

Salmonella bongori

Salmonella enterica subsp. arizonae
Salmonella enterica subsp. diarizonae
Salmonella enterica subsp. enterica
Salmonella enterica subsp. houtenae
Salmonella enterica subsp. salamae
Salmonella serovar enteritidis
Salmonella serovar paratyphi
Salmonella serovar typhi

Serratia entomophila

Serratia ficaria

Serratia fonticola

Serratia grimesii

Serratia liquefaciens

Serratia marcescens

Serratia marcescens biovar 1
Serratia odorifera biovar 1

Serratia odorifera biovar 2

Serratia plymuthica



Serratia proteamaculans
Serratia quinivorans
Serratia rubidaea

Shigella boydii (group C)
Shigella dysenteriae (group A)
Shigella flexneri (group B)
Shigella sonnei

Tatumella ptyseos
Trabulsiella guamensis
Vibrio cholerae

Vibrio fluvialis

Vibrio furnissii

Vibrio hollisae

Vibrio metschnikovii

Vibrio mimicus

Vibrio parahaemolyticus
Vibrio vulnificus

Yersinia aldovae

Yersinia bercovieri

Yersinia enterocolitica ssp. enterocolitica
Yersinia frederiksenii
Yersinia intermedia
Yersinia kristensenii
Yersinia mollaretii

Yersinia pestis

Yersinia pseudotuberculosis
Yersinia rohdei

Yersinia ruckeri

Yokenella regensburgei



List of tests used to create a codebook
Basic set of tests

URE urea hydrolysis

SAL acid from salicine

DUL acid from dulcitol

ARG arginindihydrolase
SOR acid from sorbitol
ADO acid from adonitol
ORN ornithindecarboxylase
MLB acid from mellibiose
ART acid from D-arabitol
LYS lysindecarboxylase
CEL acid from cellobiose
SUC acid from saccharose
H2S hydrogen sulfide production
LAC acid from lactose

INO acid from myo-inositol
SCI citrate utilization

TRE acid from trehalose
RAF acid from raffinose
MAL malonate utilization
MAN acid from mannitol
ESL aesculine hydrolysis
ONP [-galactosidase (ONPG)
GLR R-glucuronidase

BXY [R-xylosidase

Additional (distinguishing) tests

IND indole production

OXl oxidase (Kovacs)

VPT acetoin production

PYR pyrrolidonyl arylamidase
YEP vyellow pigment production



BBepneHue

Koposas kHura ans DHTEPOtect 24H npeaHa3HaveHa ansa naeHtndukaumm 6akrepuii ¢
ncnonb3oBaHnem tectooro Habopa MIKRO-LA-TEST DHTEPOtect 24H. NgeHTudpmkaums,
T.€. UHTEpnpeTauns pesynbTata, MOXeT ObiTb BbINOSIHEHA TPeMS cnocobamu:
e 1. BPYYHyIO - NyTEM CpaBHEHUA pe3ynbTaTa C JaHHbIMK B Tabnuue
OnddepeHunpoBaHng
e 2. Cu1Cnonb3oBaHWEM NporpaMmmbl naeHTudmkaumm (Hanpumep, ErbaExpert)
e 3. Mcnonb3ys 3Ty KOAOBYH KHUTY

Bce ynomsHyTble MeToabl MOEHTUMMKALMM OCHOBAHbI HA AaHHbLIX MaTPULbl nOeHTUdMKaLMK
(4acToTHOM MaTpULpl ), TO eCTb Tabnuupl, cogepallen TakCOHbl, TECTbI U MPOLIEHTHI
NOSNTOXUTENBHBLIX PeaKUMIA KOHKPETHBIX TECTOB 4S8 KaXXO0ro TakcoHa. TakCOHOM MOXKET BbITh:

« poga - Morganella sp.

« BuA - Morganella morganii

. noasug - Morganella morganii ssp. Morganii

KogoBas kHWra cogepxuT pesynbTaTbl UAeHTUdMKauumn ¢ ncnonb3osaHnem Habopa
OHTEPOTect 24H, ynopsao4eHHOro B COOTBETCTBMM CO 3HAYEHMEM Tak Ha3biBaeMbIX KOOOB
npocuns. CopTupoBka pe3ynbTaToB MO 3HAYEHUIO Koga Npodunsa no3BonseT nerko n euicTpo
nckatb. OueHKka ka4yecTBa naeHTMdUKaumMm Ans Kaxgoro koga npodunsa ocHoBaHa Ha
BblYMCNEHUN BEPOATHOCTM pesynbTaTta U3 AaHHbIX MaTpuLbl UAEHTUMUKaLMK; OLeHKa
npvBeaeHa Huxe.



Co3paHue koga npodpuns:

[ns 6onee TouHOM naeHTUdukaummn LenecoobpasHo npeobpasoBaTb NOMyYeHHblEe pe3ynbTaThbl
Kaxkgoro tecta (+/-) B 4McnoBon npogunb (BOCbMEpPUYHbIN KoA). TecTbl cHayana Aensitcsa Ha
rpynnbi:

lURE, |ARG ~ [ORN  |LYS | H2s | sl | MAL ONP
SAL| 1 [SOR 2 |[MLB| 3 |CEL 4 [LAC| 5 |[TRE 6 |[MAN 7 |GLR 8
| DUL |/ADO|  |ART|  [suc  |INO |RAF | |ESL BXY

Tenepb nonydaem 8 rpynn no Tpu. B kaxgon rpynne TONbKO KaXXaoMy MOMNOXUTENbHOMY TECTy
JatoTcsa Yncrnosble 3HadeHnsa 1, 2 n 4:

nepBbIN TECT TPOMKM - 1

BTOPOW TECT TPONKM - 2

TPETUIN TECT TPOWKN - 4

BCEM OTpuuaTenbHbIM pesynbTaTtam gaetcs 3HadeHue 0

lURE| 1 [ARG 1 [ORN| 1 [LYS 1 |H2S| 1 [sCl 1 [MAL 1 |[ONP 1
'SAL| 2 [SOR 2 |[MLB| 2 |CEL 2 [LAC| 2 [TRE 2 |[MAN 2 |GLR 2
'DUL| 4 |ADO 4 |ART 4 |[SUC 4 [INO| 4 |RAF 4 [ESL 4 |BXY 4

Mpn cosgaHun koga npounsa L9 KOHKPETHOro pesynbTata HeobxoguMMo  BbIMOMHUTb
cnegyoLwme gencTeus:

* MONOXMUTENbHbBIM UCMbITaHUAM nNpuceamsaoTcs 1, 2 unu 4 3HaveHns

* OTpuLaTeNbHbIM UCMbITAHUAM BCErga npuceanBaeTcs HyneBoe 3HavyeHne

* MOMyYeHHble 3Ha4YEeHUS CyMMUPYIOTCH B KaXXO0W TEeCTOBOW rpynne

* UTOroBas rpynna Yncen npeacraensieT cobon koa npodmns

|URE +| 1 |[ARG+| 1 [ORN-|1|LYS+ 1|H2S- 0| SCI- O|MAL- O |ONP+ 1
| SAL- |0 |SOR+ 2 |MLB-|0|CEL+ 2|LAC- O|TRE+ 2|MAN- 0|GLR+ 0
| DUL- |0 |ADO+ 4 [ART+ 4 |SUC- 0| INO- | O|RAF- 0|ESL- 0|BXY+ 0

ot 7 |4 3 0 |2 |0 | ¢

B atom npumepe 6bin co3gaH npodunb 17430201,
PesynbTaThl pacnonaratoTca B KOOOBOW KHUIe B COOTBETCTBUM CO 3HAYeHMEM Koda npoduns B
nopsiake Bo3pacTaHus.




UCNOJIb30BAHUE UHOEKCA YACITIOBbIX MPO®UNEN

Hangute yincnoson npodune B MHAEKCE; NPOMUNN CUCTEMATU3MPOBAHbI B PErMcTpe B nopsaake
BO3pacTaHUs BeNUYMH ymcen.

Mpodunb conpoBoxaaeTcsa cnenytowen nHdhopmMaumen:

- 3Ha4yeHus 2-X MHOEKCOB ANS KaXOoro TakcoHa:

a) npoueHT wnageHTUdmKaumm ( % id ) — nokasaTenb, OLEHMBAIOWMN HACKOSbKO
GnM3Ko  NONYyYEHHbIN NPOUNb COOTBETCTBYET MAEHTUMMUMPOBAHHOMY TaKCOHY O
CPaBHEHMIO C APYrMMX TaKCOHaMW, BKIOYEHHbIMW B OaHK JaHHbIX;

TaKCOHbl CUCTEMATU3NPOBAHbI B COOTBETCTBUM C UX BeNUYnHamMn % id.

6) T unagekc (Tin) — nokasbliBaeT HAacCKONbko 6nmM3ko Npodunb cooTBeTCTBYET GOMBLUMHCTBY
TUNWYHBIX peakumin [OaHHOro TakcoHa. Ero BennuuMHa BapbupyeT ot 0 oo 1 m
obGpaTHO nponopuMoHanbHa KOnmM4yecTBy aTUMUYHBIX TECTOB.

- nepeyvyeHb aTunun4yHbiXx TecTtoB ( T.against) ons nepBoro M3 NepeyvnucrieHHbIX TaKCOHOB

C yKasaHneMm npoueHTa NOSIOKUTENBbHbIX PeaKunin, 3anoXeHHbIX B 6a3y AaHHbIX;

- nepe4vyeHb AOMNOSNHUTENbHbLIX TECTOB — €CNU TaKCOHbl He [AO0CTaTO4HO  XOpPOLLO
naeHTMdnumpytoTes c MOMOLLbIO OHTEPOTecT 24H; JononHuTenbHble
TEecThl

NpMBOAATCS C NPOLIEHTOM MOJSIOXUTENbHbLIX PEAKLUMIA, 3anoXeHHbIX B 6a3y AaHHbIX;

- TMOSICHEHWA B Clnyyae, €CnM  Ka4yecTBO  uAeHTUdMKaumm  BbIXOOUT  3a  paMKu
BblLLENEePEeYMCIEHHbIX NoKasaTenemn;

- OLEHKa KayecTBa uaeHTMduKaummn, ucxogsa ua sHadyedmin %id un T-index:

MpoueHT nageHTUdMKaLUm

%id >= 99 — TaKCOH OTNIMYHO OTNINYAETCA OT OPYrMX TAaKCOHOB

%id >= 95 - TaKCOH OYEHb XOPOLLO OTNYAETCHA OT APYrMX TaKCOHOB

%id >= 90 - TaKkCOH yOOBNEeTBOPUTENBHO OTNNYaETCA OT APYrMX TakCOHOB
%id < 90 - TaKkCOH HeyAoBMEeTBOPUTENBHO OTNINYAETCS OT APYrnX TAKCOHOB

T-nHpekc

T-nHpekc >= 0.75- TUNUYHBIW WTAMM

T-nHaekc >= 0.50- meHee TUMUYHbBIN LWTaMM
T-nHaekc >= 0.25- aTUNMYHLIN LWUTAMM

T-nHaekc < 0.25- NONHOCTBLIO aTUMNNYHBLIA LWLITAMM

T-unpekc %id KayecTBO uaeH™dunkaumm

>=0.75 >=0.99 OTIIMYHAA NWOEHTUPUKALNA
>=0.50 >=0.95 OYEHb XOPOLWAA MOEHTUNOUNKALINA
>=0.25 >=0.90 XOPOWAA MOEHTUDPUKALINA ona neporo TakcoHa
>=0 >=0.90 NPUEMIIMMAA NWOEHTUPUNKALINA anst nepBoro takcoHa
< 0.90 HW3KOE PA3JTMYNE
- BblOpaHHbIE TAKCOHbI OTHOCSITCA K pasHbIM pofam
WOEHTUOUKALMNA 0O POOA
- BblOpaHbl bofee 0gHOro TakCoHa TOro Xe poaa
WOEHTUOUKALUMNA 0O BUOA
- BblOpaHbl bonee Yem oavH BMA 1 NoABMA B 0AHOM obpasue

B cnyuvae, ecnn npocunb He HanaeH B MHAeKce npoduren, To BO3MOXHO:
- npodunb ABNAETCS COBCEM aTUMMYHBIM M YacToTa ero BCTPEYaeMOCTN OYEHb HU3Kas
Npodunb OTHOCUTCS K TAKCOHY, KOTOPbIN He BKMtoYeH B 6a3y AaHHbIX.



Cnucok TAKCOHOB, UCNoJib3yeMbIX ANA co3aaHuns KOAOBOVI KHUIAN
Aeromonas caviae

Aeromonas enteropelogenes
Aeromonas hydrophila subsp. hydrophila
Aeromonas ichthiosmia
Aeromonas jandaei

Aeromonas schubertii
Aeromonas sobria

Aeromonas veronii

Budvicia aquatica

Buttiauxella agrestis

Buttiauxella brennerae
Buttiauxella ferragutiae
Buttiauxella gaviniae

Buttiauxella izardii

Buttiauxella noackiae
Buttiauxella warmboldiae
Cedecea davisae

Cedecea lapagei

Cedecea neteri

Citrobacter amalonaticus
Citrobacter braakii

Citrobacter farmeri

Citrobacter freundii

Citrobacter gillenii

Citrobacter koseri

Citrobacter murliniae

Citrobacter rodentium
Citrobacter sedlakii

Citrobacter werkmanii
Citrobacter youngae
Cronobacter sakazakii
Edwardsiella hoshinae
Edwardsiella ictaluri
Edwardsiella tarda

Enterobacter aerogenes
Enterobacter amnigenus biovar 1
Enterobacter amnigenus biovar 2
Enterobacter asburiae
Enterobacter cancerogenus
Enterobacter cloacae subsp. cloacae
Enterobacter cloacae subsp. dissolvens
Enterobacter gergoviae
Enterobacter hormaechei
Enterobacter kobei

Enterobacter nimipressuralis
Enterobacter pyrinus
Escherichia coli

Escherichia fergusonii
Escherichia hermannii
Escherichia vulneris

Ewingella americana

Hafnia alvei

Hafnia alvei biovar 1

Klebsiella oxytoca

Klebsiella pneumoniae subsp. ozaenae



Klebsiella pneumoniae subsp. pneumoniae
Klebsiella pneumoniae subsp. rhinoscleromatis
Kluyvera ascorbata

Kluyvera cryocrescens

Kluyvera georgiana

Kluyvera intermedia

Leclercia adecarboxylata
Leminorella grimontii

Leminorella richardii

Moellerella wisconsensis

Morganella morganii subsp. morganii
Morganella morganii subsp. sibonii
Obesumbacterium proteus

Pantoea agglomerans

Pantoea ananatis

Pantoea citrea

Pantoea dispersa

Pantoea punctata

Pantoea stewartii subsp. indologenes
Pantoea stewartii subsp. stewartii
Pantoea terrea

Plesiomonas shigelloides

Pragia fontium

Proteus mirabilis

Proteus myxofaciens

Proteus penneri

Proteus vulgaris

Providencia alcalifaciens
Providencia heimbachae
Providencia rettgeri

Providencia rustigianii

Providencia stuartii

Rahnella aquatilis

Raoultella ornithinolytica

Raoultella terrigena

Salmonella bongori

Salmonella enterica subsp. arizonae
Salmonella enterica subsp. diarizonae
Salmonella enterica subsp. enterica
Salmonella enterica subsp. houtenae
Salmonella enterica subsp. salamae
Salmonella serovar enteritidis
Salmonella serovar paratyphi
Salmonella serovar typhi

Serratia entomophila

Serratia ficaria

Serratia fonticola

Serratia grimesii

Serratia liquefaciens

Serratia marcescens

Serratia marcescens biovar 1
Serratia odorifera biovar 1

Serratia odorifera biovar 2

Serratia plymuthica

Serratia proteamaculans

Serratia quinivorans



Serratia rubidaea

Shigella boydii (group C)
Shigella dysenteriae (group A)
Shigella flexneri (group B)
Shigella sonnei

Tatumella ptyseos
Trabulsiella guamensis
Vibrio cholerae

Vibrio fluvialis

Vibrio furnissii

Vibrio hollisae

Vibrio metschnikovii

Vibrio mimicus

Vibrio parahaemolyticus
Vibrio vulnificus

Yersinia aldovae

Yersinia bercovieri

Yersinia enterocolitica ssp. enterocolitica
Yersinia frederiksenii
Yersinia intermedia
Yersinia kristensenii
Yersinia mollaretii

Yersinia pestis

Yersinia pseudotuberculosis
Yersinia rohdei

Yersinia ruckeri

Yokenella regensburgei



Cnucok TecToB, UCMONb3yeMbIX ANA CO3AaHUA Koga npoduns

Ba3oBbIn Habop TecToB

URE Ypeasa

SAL CanuuuH

DUL [JOynbunt

ARG  ApryHuH

SOR Copbuton

ADO ApoHuton

ORN OpHUTKH

MLB Mennbuosa

ART Apabuton

LYS JIn3uH

CEL Uennobuosa

SUC Caxapo3sa

H2S Ceposoaopon
LAC Jlakto3sa

INO  WMHosuTOnN

SClI  Uwutpat CnmmoHca
TRE Tperanosa

RAF PadduHo3za

MAL ManoHnat

MAN MaHHuTON

ESL  OckynuH

ONP R - ranakto3ugasa
GLR R - rmokypoHmaasa
BXY 3 - kcunokcuaasa

[JononHuTenbHble (OTNNYUTENbHbIE) TECTbI

IND Wnpon

OXl Okcupgasa

VPT [poaykums aueTonHa

PYR O6pasoBaHne nMpponngoHunapunammaasbl
YEP npousBOLCTBO XenToro nurmeHTa



Code
Taxon

00000000 Low discrimination

Providencia rustigianii

Vibrio hollisae

Shigella dysenteriae (group A)
00000001 Low discrimination

Shigella dysenteriae (group A)
Providencia rustigianii

Budvicia aquatica

00000002 Good identification

Vibrio hollisae

Shigella dysenteriae (group A)
Providencia rustigianii

00000003 Low discrimination

Shigella dysenteriae (group A)

Vibrio hollisae

Shigella boydii (group C)

00000004 Low discrimination

Vibrio hollisae

Providencia rustigianii

Leminorella richardii

00000005 Low discrimination

Vibrio hollisae

Providencia rustigianii

Budvicia aquatica

00000006 Excellent identification

Vibrio hollisae

Providencia rustigianii

Shigella dysenteriae (group A)

00000007 Very good identification

Vibrio hollisae

Shigella dysenteriae (group A)
Aeromonas schubertii

00000010 Low discrimination

Providencia rustigianii

Vibrio hollisae

Shigella dysenteriae (group A)
00000011 Low discrimination

Shigella dysenteriae (group A)
Providencia rustigianii

Hafnia alvei biovar 1

00000012 Good identification

ID
score

62.03
30.88
3.93

51.92
19.32
16.87

91.73
5.75
1.86

71.20
26.77
0.63

81.07
18.10
0.39

67.03
14.96
13.07

99.70
0.23
0.06

96.18
2.58
0.78

61.22
30.47
3.88

44.17
16.43
15.21

T
index

1.00
1.00
0.84

0.78
0.67
0.73

1.00
0.79
0.67

0.73
0.67
0.41

1.00
0.84
0.52

0.67
0.51
0.57

1.00
0.51
0.46

0.67
0.40
0.40

0.67
0.67
0.51

0.45
0.34
0.50

tests

against

TRE 90

TRE 90

ONP 1

ONP 1

MAL 1

TRE 90
MAL 1

Differentiation tests

OXI

99

IND

98

OXIl
99

()]

99

(4]
99

OXI
99

OXI
99

OoXi
99

99

(©)4]

99

IND

98

(4]

IND
79
98

IND
79
98

Code

00000000

00000001

00000002

00000003

00000004

00000005

00000006

00000007

00000010

00000011

00000012



Code

Taxon

Vibrio hollisae

Shigella dysenteriae (group A)
Providencia rustigianii
00000013 Low discrimination
Shigella dysenteriae (group A)

Vibrio hollisae

Shigella boydii (group C)

00000014 Low discrimination
Vibrio hollisae

Providencia rustigianii

Leminorella richardii

00000016 Very good identification
Vibrio hollisae

Providencia rustigianii

Shigella dysenteriae (group A)

00000020 Low discrimination
Shigella flexneri (group B)

Shigella boydii (group C)

Yersinia aldovae
00000021 Low discrimination
Budvicia aquatica

Shigella boydii (group C)

Shigella flexneri (group B)

00000022 Low discrimination
Shigella flexneri (group B)

Shigella boydii (group C)

Vibrio hollisae
00000023 Low discrimination
Shigella boydii (group C)

Shigella flexneri (group B)

Shigella dysenteriae (group A)
00000024 Low discrimination
Yersinia aldovae

Vibrio hollisae

Providencia rustigianii

00000025 Low discrimination
Budvicia aquatica

Yersinia pestis

Shigella boydii (group C)

00000026 Low discrimination
Vibrio hollisae

Shigella flexneri (group B)

ID
score
91.70
5.75
1.86

70.96
26.68
0.63

81.05
18.09
0.39

99.71
0.23
0.06

42.43
37.10
10.90

57.10
33.57
3.49

49.54
43.31
6.31

81.61
8.49
2.88

39.23
38.33
8.56

80.10
8.04
4.28

85.81
6.80

index

0.67
0.46
0.34

0.40
0.34
0.08

0.67
0.51
0.19

0.67
0.18
0.13

0.93
0.88
0.84

0.76
0.72
0.60

0.88
0.82
0.67

0.66
0.55
0.40

0.74
0.67
0.51

0.60
0.53
0.38

0.67
0.55

tests

against

MAL 1

TRE 90

MAL 1

MAL 1

MAL 1

LAC 87

ONP 10

LAC 87
BXY 10

MAN 1

Differentiation tests

99

OXI

99

OXl IND
99 79
98

OXI
99

PYR

99

(4]

99

OXI' PYR IND

99 650 79

(4]
99

Code

00000013

00000014

00000016

00000020

00000021

00000022

00000023

00000024

00000025

00000026



Code

Taxon

Shigella boydii (group C)

00000027 Low discrimination

Shigella sonnei

Vibrio hollisae

Shigella boydii (group C)

00000030 Low discrimination

Shigella flexneri (group B)

Shigella boydii (group C)

Hafnia alvei biovar 1

00000031 Low discrimination

Budvicia aquatica

Hafnia alvei biovar 1

Shigella boydii (group C)

00000032 Low discrimination

Shigella flexneri (group B)

Shigella boydii (group C)

Vibrio hollisae

00000034 Low discrimination

Yersinia aldovae

Vibrio hollisae

Providencia rustigianii

00000040 Low discrimination

Providencia rustigianii

Vibrio hollisae

Pragia fontium

00000041 Low discrimination

Shigella dysenteriae (group A)
Providencia rustigianii

Budvicia aquatica

00000042 Good identification

Vibrio hollisae

Shigella dysenteriae (group A)
Providencia rustigianii

00000043 Low discrimination

Shigella dysenteriae (group A)

Vibrio hollisae

Shigella boydii (group C)

00000044 Low discrimination

Vibrio hollisae

Providencia rustigianii

Pragia fontium

00000046 Very good identification

ID
score

5.95

51.96
21.32
16.25

37.25
32.57
12.40

38.34
33.10
22.54

49.39
43.19
6.30

38.57
37.69
8.41

49.43
24.60
20.21

46.99
17.48
15.27

91.04
5.71
1.85

71.16
26.75
0.63

75.45
16.84
6.89

index
0.49

0.39
0.34
0.33

0.60
0.54
0.58

0.43
0.52
0.38

0.55
0.49
0.34

0.41
0.34
0.18

0.67
0.67
0.61

0.45
0.34
0.40

0.67
0.46
0.34

0.40
0.34
0.08

0.67
0.51
0.45

tests

against

ORN 98
TRE 99

MAL 1

LAC 87
MAL 1

MAL 1

MAL 1

ESL 1

TRE 90

ESL 1

ESL 1

TRE 90

ESL 1

ESL 1

Differentiation tests

(4]

99

(4]

99

()]

99

IND

98

OoXi
99

(©)4]

99

(4]
99

PYR
99
50

PYR

50
99

PYR
50

99

IND

79
98

IND
98
79

IND
79
98

Code

00000027

00000030

00000031

00000032

00000034

00000040

00000041

00000042

00000043

00000044

00000046



Code
Taxon

Vibrio hollisae
Providencia rustigianii
Pragia fontium
00000060 Low discrimination
Shigella flexneri (group B)

Shigella boydii (group C)

Yersinia pestis
00000061 Low discrimination
Yersinia pestis

Budvicia aquatica

Shigella boydii (group C)

00000062 Low discrimination
Shigella flexneri (group B)

Shigella boydii (group C)

Vibrio hollisae
00000064 Low discrimination
Yersinia pestis
Yersinia aldovae
Vibrio hollisae
00000065 Low discrimination
Yersinia pestis

Yersinia pseudotuberculosis

Budvicia aquatica

00000100 Low discrimination
Providencia rustigianii

Providencia alcalifaciens

Pragia fontium
00000101 Low discrimination
Providencia rustigianii

Providencia alcalifaciens

Shigella dysenteriae (group A)
00000102 Low discrimination
Vibrio hollisae

Providencia rustigianii

Providencia alcalifaciens

00000103 Low discrimination
Shigella dysenteriae (group A)

Vibrio hollisae

Aeromonas schubertii

00000104 Low discrimination

Providencia rustigianii

ID
score

99.62
0.23
0.09

33.58
29.36
18.38

60.27
18.19
10.70

49.22
43.04
6.27

46.52
16.38
16.00

60.03
32.81
6.04

77.84
14.48
3.99

65.03
12.10
10.01

66.07
23.43
4.36

53.69
20.19
16.25

74.32

index

0.67
0.18
0.12

0.60
0.54
0.61

0.61
0.43
0.38

0.55
0.49
0.34

0.53
0.41
0.34

0.53
0.39
0.27

0.88
0.72
0.67

0.54
0.39
0.45

0.67
0.54
0.39

0.40
0.34
0.40

0.72

tests

against

ESL 1

ESL1

TRE 99

ESL 1

TRE 99

TRE 99

ONP 1

SCl 1

SCl 1

TRE 90

BXY 10

Differentiation tests

OXlI PYR IND

99 50 79
1 98
9 1

PYR

99

PYR

OXI

99

()]

99

PYR

99

PYR IND
1 98
1 99
9 1

OXI
99

(4]
1
99
99

OXI' PYR IND
1 1 98

Code

00000060

00000061

00000062

00000064

00000065

00000100

00000101

00000102

00000103

00000104



Code

Taxon

Vibrio hollisae
Pragia fontium
00000105 Low discrimination
Providencia rustigianii

Vibrio hollisae

Aeromonas schubertii

00000106 Very good identification
Vibrio hollisae

Providencia rustigianii

Pragia fontium
00000110 Low discrimination
Providencia rustigianii

Providencia alcalifaciens

Pragia fontium
00000114 Low discrimination
Providencia rustigianii

Vibrio hollisae
Pragia fontium
00000120 Low discrimination
Providencia rustigianii

Shigella flexneri (group B)

Shigella boydii (group C)

00000121 Low discrimination
Pantoea dispersa

Budvicia aquatica

Shigella boydii (group C)

00000122 Low discrimination
Shigella flexneri (group B)

Shigella boydii (group C)

Vibrio hollisae
00000124 Low discrimination
Providencia rustigianii

Yersinia aldovae
Vibrio hollisae
00000125 Low discrimination
Pantoea dispersa

Budvicia aquatica

Aeromonas jandaei

00000131 Acceptable identification
Pantoea dispersa

Budvicia aquatica

Hafnia alvei biovar 1

ID
score
19.06
3.81

60.93
15.62
12.58

95.78
3.77
0.19

77.79
14.47
3.99

74.47
19.10
3.82

40.31
18.30
16.00

61.88
18.75
11.02

48.01
41.98
6.12

57.24
15.02
14.68

76.06
14.51
2.55

91.50
2.52
2.18

index

0.67
0.51

0.38
0.34
0.40

0.67
0.38
0.18

0.54
0.39
0.34

0.38
0.34
0.18

0.54
0.60
0.54

0.64
0.43
0.38

0.55
0.49
0.34

0.38
0.41
0.34

0.51
0.27
0.22

0.48
0.10
0.18

tests
against

ONP 1

BXY 10

SCI 1

MAL 1

MAL 1

BXY 10

MAN 1

TRE 99

SCl 1

MAN 1

BXY 10

TRE 99

TRE 99
MAL 10

Differentiation tests

9 50 79

1 9 1

OXl IND

1 98

99 79

99 1

OXlI PYR IND

99 50 79
1 98
9 1

PYR IND

1 98

1 99

9 1

OXlI PYR IND

99 50 79
1 99 1

VPT

OoXi

99

OXI' PYR IND

1 1 98
1 9 1
99 50 79
IND VPT OXI
1 9 1
1 1 1
99 85 99
VPT

99

1

70

Code

00000105

00000106

00000110

00000114

00000120

00000121

00000122

00000124

00000125

00000131



Code
Taxon

00000135 Good identification
Pantoea dispersa

00000140 Good identification
Pragia fontium

Providencia rustigianii

Providencia alcalifaciens

00000141 Acceptable identification
Pragia fontium

Providencia rustigianii

Providencia alcalifaciens

00000142 Low discrimination
Pragia fontium

Vibrio hollisae

Providencia rustigianii

00000144 Good identification
Pragia fontium

Providencia rustigianii

Vibrio hollisae
00000150 Acceptable identification
Pragia fontium

Providencia rustigianii

Providencia alcalifaciens

00000160 Low discrimination
Pragia fontium

Providencia rustigianii

Shigella flexneri (group B)

00000161 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Yersinia pestis

Pantoea dispersa

00000163 Acceptable identification
Aeromonas hydrophila subsp. hydrophila
Shigella boydii (group C)

00000200 Low discrimination
Shigella dysenteriae (group A)

Yersinia aldovae
Morganella morganii subsp. sibonii
00000201 Very good identification
Shigella dysenteriae (group A)

Aeromonas schubertii

Yersinia pestis

ID
score

100.0

93.22
5.49
1.02

92.05
5.42
1.01

80.24
13.32
4.72

92.93
5.47
1.40

93.33
5.49
1.02

86.34
5.08
2.31

27.12
16.43
16.37

94.97
5.03

86.98
3.14
2.12

96.82
1.60
0.54

index

0.35

0.76
0.54
0.39

0.43
0.21
0.05

0.43
0.34
0.21

0.60
0.38
0.34

0.43
0.21
0.05

0.43
0.21
0.27

0.42
0.27
0.31

0.42
0.00

1.00
0.84
0.71

0.94
0.73
0.69

tests
against

TRE 99

H2S 89

H2S 89
ONP 1

H2S 89
GLR 1

H2S 89
BXY 10

H2S 89
MAL 1

H2S 89
MAN 1

ARG 90
TRE 99

ARG 90
TRE 99

Differentiation tests

PYR
99

PYR
99

OXIl

99

()]

99

PYR
99

PYR
99

OXI
99

OoXi
99

PYR

99

(©)4]

99

IND
1
98
99

IND

98
99

PYR

99
50

PYR

99

50

IND

98
99

IND

98
50

VPT
93

99

VPT
93

PYR

50
99

IND

79
98

IND

98
79

IND
96

Code

00000135

00000140

00000141

00000142

00000144

00000150

00000160

00000161

00000163

00000200

00000201



Code
Taxon

00000202 Good identification
Shigella dysenteriae (group A)

Shigella boydii (group C)

Vibrio hollisae
00000203 Very good identification
Shigella dysenteriae (group A)

Aeromonas schubertii

Shigella boydii (group C)

00000204 Low discrimination
Shigella dysenteriae (group A)

Yersinia aldovae
Vibrio hollisae
00000205 Low discrimination
Aeromonas schubertii

Shigella dysenteriae (group A)

Yersinia pestis
00000206 Low discrimination
Vibrio hollisae

Shigella dysenteriae (group A)
Aeromonas schubertii

00000207 Low discrimination
Aeromonas schubertii

Shigella dysenteriae (group A)

Shigella sonne|
00000210 Low discrimination
Shigella dysenteriae (group A)

Hafnia alvei biovar 1

Yersinia aldovae
00000211 Low discrimination
Shigella dysenteriae (group A)

Hafnia alvei biovar 1

Aeromonas schubertii

00000212 Good identification
Shigella dysenteriae (group A)

Shigella boydii (group C)

Vibrio hollisae
00000213 Good identification
Shigella dysenteriae (group A)
Aeromonas schubertii

Shigella boydii (group C)

00000215 Low discrimination

ID
score

94.54
2.04
1.69

96.03
3.23
0.54

29.47
26.33
25.72

56.59
34.50
6.32

60.05
33.88
3.64

74.23
22.29
2.27

80.79
7.21
2.92

89.19
7.96
1.48

94.40
2.03
1.69

95.89
3.23
0.54

T
index

0.95
0.70
0.67

0.89
0.73
0.54

0.67
0.74
0.67

0.73
0.61
0.61

0.67
0.62
0.54

0.73
0.56
0.39

0.67
0.62
0.51

0.61
0.56
0.40

0.62
0.37
0.34

0.56
0.40
0.21

tests

against

BXY 1

LYS 93

TRE 1

LYS 93

MAL 1

MAL 1

MAL 1

MAL 1

Differentiation tests

OXI

99

OXI

99

OXlI PYR

99 50

OXI PYR

99

(4]
99

99

()]

PYR

99

OoXi

99

(©)4]

99

(©)4]

99

OXl PYR

Code

00000202

00000203

00000204

00000205

00000206

00000207

00000210

00000211

00000212

00000213

00000215



Code
Taxon
Aeromonas schubertii
Shigella dysenteriae (group A)
Yersinia pestis
00000217 Low discrimination
Aeromonas schubertii

Shigella dysenteriae (group A)

Shigella sonnei
00000220 Low discrimination
Shigella boydii (group C)

Shigella flexneri (group B)

Yersinia aldovae
00000221 Low discrimination
Shigella boydii (group C)

Yersinia pestis

Shigella dysenteriae (group A)
00000222

Shigella boydii (group C)
Shigella flexneri (group B)
Shigella dysenteriae (group A)
00000223

Shigella boydii (group C)
Shigella sonnei

Shigella dysenteriae (group A)
00000224 Low discrimination
Yersinia aldovae

Yersinia pestis

Shigella boydii (group C)

00000225 Low discrimination
Yersinia pestis

Shigella boydii (group C)

Yersinia pseudotuberculosis
00000226 Low discrimination
Shigella boydii (group C)

Shigella sonnei

Shigella flexneri (group B)

00000227 Very good identification
Shigella sonnei

Shigella boydii (group C)

Yersinia pestis
00000230 Low discrimination
Shigella boydii (group C)

Shigella flexneri (group B)

Identification to the genus

Identification to the genus

ID
score
55.52
33.85
6.20

74.44
22.36
2.28

57.08
23.39
11.84

45.49
45.24
2.55

69.49
28.47
1.01

58.94
33.25
3.30

49.75
35.33
9.69

89.14
2.72
2.56

42.05
29.00
17.23

95.63
1.71
1.15

52.22
21.40

index

0.40
0.27
0.28

0.40
0.22
0.05

1.00
0.99
0.94

0.84
0.94
0.61

0.95
0.93
0.62

0.79
0.72
0.56

0.84
0.86
0.67

0.86
0.51
0.51

0.62
0.56
0.60

0.72
0.46
0.53

0.67
0.65

tests

against

LYS 93
MAL 1

LYS 93
MAL 1

ONP 10

ONP 10

BXY 1

ORN 98

MAL 1

Differentiation tests

99 50
1 1
1 99

PYR

99

PYR

99

PYR
99
99

PYR
99

99

PYR

99

PYR
1

Code

00000217

00000220

00000221

00000222

00000223

00000224

00000225

00000226

00000227

00000230



Code

Taxon

Yersinia aldovae
00000231 Low discrimination
Shigella boydii (group C)

Yersinia pestis

Hafnia alvei biovar 1

00000232 Identification to the genus

Shigella boydii (group C)
Shigella flexneri (group B)
Shigella dysenteriae (group A)
00000233 Low discrimination
Shigella boydii (group C)

Shigella sonnei

Shigella dysenteriae (group A)
00000234 Low discrimination
Yersinia aldovae

Yersinia pestis

Shigella boydii (group C)

00000235 Low discrimination
Yersinia pestis

Citrobacter gillenii

Pantoea dispersa

00000237 Good identification
Shigella sonnei

Shigella boydii (group C)

Yersinia pestis
00000240 Low discrimination
Shigella dysenteriae (group A)

Yersinia pestis
Yersinia aldovae
00000241 Low discrimination
Shigella dysenteriae (group A)

Yersinia pestis

Yersinia pseudotuberculosis

00000242 Good identification
Shigella dysenteriae (group A)

Shigella boydii (group C)

Vibrio hollisae
00000243 Acceptable identification
Shigella dysenteriae (group A)

Aeromonas schubertii

Yersinia pestis

00000244 Low discrimination

ID
score

10.83

33.25
33.07
20.11

69.32
28.40
1.01

58.54
33.03
3.28

48.57
34.49
9.46

79.97
5.21
4.69

96.29
1.72
1.16

71.65
16.87
2.59

62.42
34.29
1.36

94.08
2.03
1.68

94.19
3.17
1.06

index
0.61

0.51
0.61
0.58

0.62
0.60
0.28

0.46
0.39
0.22

0.51
0.53
0.34

0.53
0.38
0.35

0.39
0.13
0.20

0.67
0.69
0.51

0.61
0.69
0.36

0.62
0.37
0.34

0.56
0.40
0.36

tests
against

MAL 1

ONP 10

MAL 1

MAL 1

ONP 10

MAL 1

MAL 1

ORN 98

MAL 1

ESL 1

ESL 1

ESL 1

ESL 1

Differentiation tests

99

PYR

99

PYR
99
99

VPT

99

PYR

99

PYR

99
99

PYR

99
99

(©)4]

99

OXI PYR

99 50

Code

00000231

00000232

00000233

00000234

00000235

00000237

00000240

00000241

00000242

00000243

00000244



Code
Taxon

Yersinia pestis

Shigella dysenteriae (group A)
Yersinia aldovae
00000245 Low discrimination
Yersinia pestis

Yersinia pseudotuberculosis
Aeromonas schubertii

00000247 Low discrimination
Aeromonas schubertii

Shigella dysenteriae (group A)

Yersinia pestis
00000260 Low discrimination
Yersinia pestis

Shigella boydii (group C)

Yersinia pseudotuberculosis
00000261 Identification to the genus
Yersinia pestis

Yersinia pseudotuberculosis

Aeromonas hydrophila subsp. hydrophila
00000262 Low discrimination
Shigella boydii (group C)

Shigella flexneri (group B)

Yersinia pestis
00000263 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Yersinia pestis

Shigella boydii (group C)

00000264 Identification to the genus
Yersinia pestis

Yersinia pseudotuberculosis

Yersinia aldovae
00000265 Identification to the genus
Yersinia pestis

Yersinia pseudotuberculosis

Aeromonas hydrophila subsp. hydrophila
00000266 Low discrimination
Yersinia pestis

Yersinia pseudotuberculosis

Shigella boydii (group C)

00000267 Low discrimination

Yersinia pestis

ID
score

66.09
8.51
7.60

75.22
13.43
6.80

66.30
19.91
7.40

83.13
7.60
4.33

86.64
10.52
1.63

59.05
24.20
13.25

47.06
25.28
12.52

79.74
18.68
1.13

64.28
35.13
0.40

59.20
13.87
8.00

31.13

index

0.61
0.34
0.41

0.61
0.39
0.40

0.40
0.22
0.28

0.94
0.67
0.64

0.94
0.70
0.76

0.62
0.60
0.61

0.76
0.61
0.46

0.86
0.67
0.51

0.86
0.73
0.60

0.53
0.33
0.28

0.53

tests
against

MAN 97

MAN 97

LYS 93
ESL 1

ESL 1

ARG 90

GLR 1

GLR 1

Differentiation tests

PYR
99

1

99

OXI

99

OXlI PYR
99 50

=
[uy

PYR
99

99

OXI IND

99 96

PYR

99

OXlI PYR VPT

99 50 93
99
1

OXl IND

1 1

1 1

99 96

PYR

99

99

1

OXI' PYR IND
1 9 1

Code

00000245

00000247

00000260

00000261

00000262

00000263

00000264

00000265

00000266

00000267



Code

Taxon

Shigella sonne|

Aeromonas hydrophila subsp. hydrophila
00000270 Low discrimination
Yersinia pestis

Shigella boydii (group C)

Yersinia pseudotuberculosis
00000271 Low discrimination
Yersinia pestis

Yersinia pseudotuberculosis
Buttiauxella warmboldiae

00000273 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Yersinia pestis

Shigella boydii (group C)

00000274 Identification to the genus
Yersinia pestis

Yersinia pseudotuberculosis

Yersinia aldovae
00000275 Low discrimination
Yersinia pestis

Yersinia pseudotuberculosis
Buttiauxella warmboldiae

00000300 Low discrimination
Providencia stuartii

Shigella dysenteriae (group A)
Providencia rustigianii

00000301 Low discrimination
Aeromonas schubertii

Shigella dysenteriae (group A)
Providencia stuartii

00000302 Low discrimination
Shigella dysenteriae (group A)
Aeromonas schubertii

Providencia stuartii

00000303 Low discrimination
Aeromonas schubertii

Shigella dysenteriae (group A)
Providencia stuartii

00000304 Low discrimination
Providencia stuartii

Aeromonas schubertii

Providencia rustigianii

ID

score
26.10
19.32

81.90
7.49
4.26

72.60
8.82
6.32

45.83
24.62
12.20

79.92
18.72
1.14

60.28
32.94
2.78

68.52
18.93
5.86

43.31
26.41
24.78

80.12
8.61
5.95

76.32
22.92
0.44

76.08
10.01
6.51

index

0.39
0.60

0.61
0.34
0.30

0.61
0.36
0.28

0.43
0.27
0.13

0.53
0.33
0.18

0.53
0.39
0.16

0.79
0.67
0.54

0.73
0.61
0.63

0.62
0.54
0.46

0.73
0.56
0.30

0.63
0.54
0.38

tests
against

MAL 1

MAL 1

ARG 90

MAL 1

MAL 1

MAL 1

INO 95

LYS 93

SCl 1

LYS 93

INO 95
BXY 10

Differentiation tests

99 50 96

PYR
99

99

OXI PYR VPT

99 50 93
1 99
1 1
OXI IND
9 1
45
98
OXI IND
1 45
9 1
1 98
OXI IND
9 1
45
98
OXI IND
1 98
9 1
1 98

Code

00000270

00000271

00000273

00000274

00000275

00000300

00000301

00000302

00000303

00000304



Code
Taxon

00000305 Good identification
Aeromonas schubertii

Providencia stuartii

Pantoea dispersa

00000306 Low discrimination
Aeromonas schubertii

Vibrio hollisae

Shigella dysenteriae (group A)

00000307 Very good identification

Aeromonas schubertii
Shigella dysenteriae (group A)
Aeromonas jandaei
00000310 Low discrimination
Providencia stuartii

Shigella dysenteriae (group A)
Providencia rustigianii

00000311 Low discrimination
Pantoea dispersa

Aeromonas schubertii

Shigella dysenteriae (group A)
00000313 Low discrimination
Aeromonas schubertii

Shigella dysenteriae (group A)

Pantoea dispersa

00000315 Low discrimination
Aeromonas schubertii

Pantoea dispersa

Providencia stuartii

00000317 Good identification
Aeromonas schubertii

00000320 Low discrimination
Shigella boydii (group C)

Providencia stuartii

Shigella flexneri (group B)

00000321 Very good identification
Pantoea dispersa

Shigella boydii (group C)

Yersinia pestis
00000322 Identification to the genus
Shigella boydii (group C)

Shigella flexneri (group B)

ID
score

91.60
5.82
1.76

73.79
12.30
6.94

99.50
0.30
0.06

67.40
18.62
5.76

34.60
28.86
17.59

76.19
22.88
0.92

78.05
16.51
4.96

100.0

40.25
23.25
16.49

95.46
0.97
0.97

67.50
27.66

index

0.73
0.47
0.51

0.54
0.34
0.28

0.73
0.22
0.22

0.46
0.34
0.21

0.48
0.40
0.27

0.40
0.22
0.15

0.40
0.35
0.14

0.40

0.67
0.63
0.65

0.97
0.51
0.61

0.62
0.60

tests
against

LYS 93

LYS 93
ONP 93

LYS 93

INO 95
MAL 1

MAL 10
MAN 99

LYS 93
MAL 1

LYS 93
MAL 1

LYS 93

SCl 1

SCl 1

Differentiation tests

OXI
99

OXI
99
99

OXIl
99

99

(4]

99

OXI
99

OXI
99

VPT
99

(©)4]
1

IND VPT

98 1

IND

45
99

VPT
99
43

VPT

43

99

IND VPT

98 1

PYR
70

99

Code

00000305

00000306

00000307

00000310

00000311

00000313

00000315

00000317

00000320

00000321

00000322



Code

Taxon

Vibrio parahaemolyticus

00000323 Low discrimination

Pantoea dispersa

Aeromonas jandaei

Shigella boydii (group C)

00000324 Low discrimination

Providencia stuartii

Yersinia aldovae

Yersinia pestis

00000325 Good identification

Pantoea dispersa

Aeromonas jandaei

Yersinia pestis

00000326 Low discrimination

Vibrio parahaemolyticus

Shigella boydii (group C)

Shigella sonnei

00000327 Low discrimination

Aeromonas jandaei

Shigella sonnei

Pantoea dispersa

00000330 Low discrimination

Pantoea dispersa

Shigella boydii (group C)

Providencia stuartii

00000331 Very good identification

Pantoea dispersa

Citrobacter werkmanii

Citrobacter gillenii

00000333 Low discrimination

Pantoea dispersa

Aeromonas jandaei

Shigella boydii (group C)

00000334 Low discrimination

Pantoea dispersa

Citrobacter gillenii

Providencia stuartii

00000335 Very good identification

Pantoea dispersa

Citrobacter gillenii

Aeromonas jandaei

00000337 Low discrimination

ID
score

1.50

36.86
21.55
18.33

31.48
25.43
18.06

93.06
3.11
1.78

41.49
18.84
13.00

47.51
22.80
14.34

26.98
22.29
12.88

96.80
1.88
0.58

85.67
4.55
3.87

42.34
23.19
12.72

98.19
1.10
0.30

index
0.44

0.64
0.55
0.46

0.47
0.51
0.53

0.85
0.55
0.53

0.44
0.28
0.23

0.55
0.39
0.51

0.48
0.34
0.30

0.81
0.33
0.46

0.48
0.22
0.13

0.35
0.33
0.14

0.69
0.38
0.22

tests
against

GLR 1

INO 95
MAN 10
BXY 10

ORN 96
LYS 94

ARG 99

MAL 10
ONP 99

MAL 10

MAL 10
GLR 1

MAL 10
ONP 99

MAL 10

Differentiation tests

99

OXI

99

PYR

99

IND

99

(4]
99

IND
99

VPT
99

VPT
99

OoXi

99

VPT
99

IND

99

VPT
99
85

IND
98

VPT
99
85

IND
96
25

VPT

85

99

IND

25
98

VPT
99
85

IND

98

VPT
99

85

IND

99
25

OoxXi

99

OXI
99

IND

99
25

OXI

99

Code

00000323

00000324

00000325

00000326

00000327

00000330

00000331

00000333

00000334

00000335

00000337



Code
Taxon

Pantoea dispersa
Aeromonas jandaei
Shigella sonnei
00000340 Low discrimination
Pragia fontium

Providencia stuartii

Shigella dysenteriae (group A)
00000341 Low discrimination
Aeromonas schubertii

Shigella dysenteriae (group A)
Providencia stuartii

00000343 Low discrimination
Aeromonas schubertii

Shigella dysenteriae (group A)
Aeromonas hydrophila subsp. hydrophila
00000345 Low discrimination
Aeromonas schubertii

Yersinia pestis

Providencia stuartii

00000347 Good identification
Aeromonas schubertii

Aeromonas hydrophila subsp. hydrophila
Vibrio metschnikovii

00000360 Low discrimination
Yersinia pestis

Ewingella americana

Shigella boydii (group C)

00000361 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Yersinia pestis

Pantoea dispersa

00000363 Good identification
Aeromonas hydrophila subsp. hydrophila
Vibrio metschnikovii

Pantoea dispersa

00000364 Low discrimination
Yersinia pestis

Yersinia pseudotuberculosis

Vibrio metschnikovii

00000365 Low discrimination

Yersinia pestis

ID
score

66.96
20.17
9.68

48.65
33.48
9.25

32.98
20.11
18.87

67.02
20.13
12.10

78.65
8.78
5.00

96.98
1.95
1.08

66.55
11.00
6.08

32.89
19.92
19.85

93.32
2.84
0.57

69.14
16.19
4.91

30.75

index

0.35
0.22
0.05

0.43
0.46
0.34

0.40
0.27
0.30

0.40
0.22
0.42

0.40
0.28
0.14

0.40
0.26
0.31

0.61
0.38
0.34

0.75
0.61
0.64

0.75
0.59
0.31

0.53
0.33
0.54

0.53

tests . .
. Differentiation tests
against
IND VPT OKXI
MAL 10 1 99 1
GLR 1 99 85 99
1 1 1
PYR IND
H2S 89 99 1
TRE 1 1 98
1 45
OXl IND
LYS 93 99 1
ESL 1 1 45
1 98
OXlI IND VPT
LYS 93 99 1 43
ESL 1 1 45 1
99 96 93
OXl IND PYR
LYS 93 99 1 50
ESL 1 1 1 99
1 98 1
OXl IND
LYS 93 99 1
ESL 1 99 96
1 25
PYR VPT
SCI 1 99 1
99 95
1 1
OXl  VPT IND
ARG 90 99 93 96
1
99
OXl IND
ARG 90 99 96
25
1
SCI 1
OXl IND
SCI 1 1 1

Code

00000340

00000341

00000343

00000345

00000347

00000360

00000361

00000363

00000364

00000365



Code

Taxon

Aeromonas hydrophila subsp. hydrophila
Yersinia pseudotuberculosis

00000366 Low discrimination
Vibrio metschnikovii

Vibrio parahaemolyticus

Yersinia pestis
00000367 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Vibrio metschnikovii

Vibrio fluvialis
00000373 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Pantoea agglomerans

Pantoea dispersa

00000375 Low discrimination
Pantoea dispersa

Pantoea agglomerans

Buttiauxella warmboldiae

00000400 Low discrimination
Providencia rustigianii

Vibrio hollisae

Shigella flexneri (group B)

00000401 Low discrimination
Shigella dysenteriae (group A)
Providencia rustigianii

Budvicia aquatica

00000402 Low discrimination
Vibrio hollisae

Shigella flexneri (group B)

Shigella dysenteriae (group A)
00000403 Low discrimination
Shigella dysenteriae (group A)

Vibrio hollisae

Shigella flexneri (group B)

00000404 Low discrimination
Vibrio hollisae

Providencia rustigianii

Shigella flexneri (group B)

00000406 Very good identification
Vibrio hollisae

Shigella flexneri (group B)

Providencia rustigianii

ID

score
16.92
16.81

56.79
26.43
8.08

69.00
18.93
2.48

80.46
14.15
5.40

33.94
27.73
13.15

52.77
26.27
14.68

49.25
18.32
16.01

73.45
20.22
4.61

66.42
24.97
6.87

80.59
17.99
0.46

99.44
0.28
0.22

index

0.59
0.39

0.54
0.28
0.20

0.59
0.59
0.32

0.42
0.05
0.15

0.35
0.18
0.11

0.67
0.67
0.69

0.45
0.34
0.40

0.67
0.64
0.46

0.40
0.34
0.31

0.67
0.51
0.36

0.67
0.31
0.18

tests
against

SUC 99

ARG 90
BXY 10

ARG 90
MAL 1

MAL 10
ESL 1

RAF 1

TRE 90
RAF 1

RAF 1

TRE 90

RAF 1

RAF 1

RAF 1

Differentiation tests

99
1

OXI

99

OXI

99

99

OXIl
99

VPT

99

64

()]

99

IND

98

OoXi
99

(©)4]

99

OXI
99

(4]
99

96
1

IND
25
96

VPT
93
78

IND
96

Code

00000366

00000367

00000373

00000375

00000400

00000401

00000402

00000403

00000404

00000406



Code
Taxon

00000420 Very good identification
Shigella flexneri (group B)

Shigella boydii (group C)

Yersinia aldovae
00000421 Low discrimination
Shigella flexneri (group B)

Budvicia aquatica

Shigella boydii (group C)

00000422 Very good identification

Shigella flexneri (group B)
Shigella boydii (group C)
Vibrio hollisae
00000423

Shigella flexneri (group B)
Shigella boydii (group C)
Escherichia coli
00000424 Low discrimination
Shigella flexneri (group B)

Yersinia aldovae
Vibrio hollisae
00000426 Low discrimination
Shigella flexneri (group B)

Vibrio hollisae

Shigella boydii (group C)

00000430 Very good identification

Shigella flexneri (group B)
Shigella boydii (group C)
Hafnia alvei biovar 1
00000432 Good identification
Shigella flexneri (group B)

Shigella boydii (group C)

Vibrio hollisae
00000460 Very good identification
Shigella flexneri (group B)

Shigella boydii (group C)

Yersinia pestis
00000462 Good identification
Shigella flexneri (group B)

Shigella boydii (group C)

Vibrio hollisae

00000500 Low discrimination

Identification to the genus

ID
score

97.98
1.30
0.38

69.80
17.30
10.17

98.47
131
0.19

84.10
12.26
1.41

81.29
7.83
7.66

82.78
15.83
1.10

97.56
1.29
0.49

98.51
131
0.19

96.47
1.28
0.80

98.37
1.30
0.19

T
index

0.91
0.54
0.51

0.57
0.43
0.38

0.85
0.49
0.34

0.52
0.33
0.40

0.57
0.41
0.34

0.52
0.34
0.16

0.57
0.21
0.25

0.52
0.16
0.00

0.57
0.21
0.27

0.52
0.16
0.00

tests

against

ONP 1

ONP 1

BXY 1

BXY 1

MAL 1

MAL 1

ESL 1

ESL 1

Differentiation tests

PYR

99

OXIl

99

OXI PYR

99 50

()]

99

OoXi

99

PYR

99

(©)4]
1

1
99

PYR IND

Code

00000420

00000421

00000422

00000423

00000424

00000426

00000430

00000432

00000460

00000462

00000500



Code

Taxon

Providencia rustigianii

Providencia alcalifaciens

Pragia fontium

00000504 Low discrimination

Providencia rustigianii

Vibrio hollisae

Pragia fontium

00000520 Good identification

Shigella flexneri (group B)

Providencia rustigianii

Shigella boydii (group C)

00000522 Good identification

Shigella flexneri (group B)

Shigella boydii (group C)

Vibrio hollisae

00000540 Acceptable identification

Pragia fontium

Providencia rustigianii

Providencia alcalifaciens

00000600 Low discrimination

Shigella dysenteriae (group A)

Shigella flexneri (group B)

Tatumella ptyseos

00000601 Good identification

Shigella dysenteriae (group A)

Shigella flexneri (group B)

Aeromonas schubertii

00000602 Identification to the genus

Shigella dysenteriae (group A)

Shigella flexneri (group B)

Shigella boydii (group C)

00000603 Acceptable identification

Shigella dysenteriae (group A)
Aeromonas schubertii

Shigella flexneri (group B)

00000604 Low discrimination

Tatumella ptyseos

Shigella dysenteriae (group A)

Shigella flexneri (group B)

00000605 Low discrimination

Aeromonas schubertii
Shigella dysenteriae (group A)

ID
score
75.95
14.13
3.89

73.54
18.86
3.77

93.25
3.11
1.24

98.51
131
0.19

93.15
5.48
1.02

42.62
42.22
9.44

93.75
2.19
1.55

49.06
48.60
1.06

93.48
3.14
2.18

35.84
14.72
14.58

54.05
32.96

index

0.54
0.39
0.34

0.38
0.34
0.18

0.57
0.21
0.21

0.52
0.16
0.00

0.43
0.21
0.05

0.67
0.74
0.55

0.61
0.41
0.40

0.62
0.69
0.37

0.56
0.40
0.36

0.39
0.34
0.41

0.40
0.27

tests
against

RAF 1

RAF 1
BXY 10

SCI 1

SCI 1

H2S 89

RAF 1

RAF 1

RAF 1

RAF 1

RAF 1

SuUC 98
RAF 11
BXY 10

LYS 93
RAF 1

Differentiation tests

1 98
1 99
9 1

OXlI PYR IND

1 1 98
9 50 79
1 9 1
(©)4]

1

1

99

PYR IND

9 1

1 98

1 99

(4]

1

1

99

(©)4]

1

99

1

OXI PYR

99 50

1 1

Code

00000504

00000520

00000522

00000540

00000600

00000601

00000602

00000603

00000604

00000605



Code

Taxon
Yersinia pestis
00000607 Low discrimination
Aeromonas schubertii

Shigella dysenteriae (group A)

Shigella sonne
00000620 Very good identification
Shigella flexneri (group B)

Shigella boydii (group C)

Yersinia aldovae
00000621 Low discrimination
Shigella flexneri (group B)

Shigella boydii (group C)

Yersinia pestis
00000622 Very good identification
Shigella flexneri (group B)

Shigella boydii (group C)

Shigella sonne
00000623 Low discrimination
Shigella flexneri (group B)

Shigella sonne

Shigella boydii (group C)

00000624 Low discrimination
Shigella flexneri (group B)

Yersinia aldovae
Yersinia pestis
00000625 Low discrimination
Yersinia pestis

Yersinia pseudotuberculosis

Pantoea stewartii subsp. stewartii
00000626 Identification to the genus
Shigella flexneri (group B)

Shigella sonne

Shigella boydii (group C)

00000627 Good identification
Shigella sonne|

Shigella flexneri (group B)

Shigella boydii (group C)

00000630 Good identification
Shigella flexneri (group B)

Shigella boydii (group C)

Yersinia aldovae

00000632 Very good identification

ID
score

6.04

70.75
21.25
6.62

95.15
3.52
0.73

45.17
18.37
18.27

96.24
3.56
0.08

43.34
30.45
17.63

71.48
13.57
9.64

53.15
26.71
7.24

88.79
6.93
3.28

96.85
1.39
0.57

94.66
3.50
0.73

index
0.28

0.40
0.22
0.14

0.96
0.67
0.61

0.62
0.51
0.61

0.91
0.62
0.31

0.57
0.47
0.46

0.62
0.51
0.53

0.53
0.39
0.18

0.57
0.31
0.28

0.47
0.24
0.13

0.62
0.34
0.28

tests

against

LYS 93
RAF 1

ONP 1

ONP 1

BXY 1

RAF 1

BXY 1

ORN 98

RAF 3

MAL 1

Differentiation tests

1 99

OXI

=

PYR

99

PYR

99

PYR

99

99

YEP

99

PYR

99

Code

00000607

00000620

00000621

00000622

00000623

00000624

00000625

00000626

00000627

00000630

00000632



Code
Taxon

Shigella flexneri (group B)

Shigella boydii (group C)

Shigella sonnei

00000660 Low discrimination

Shigella flexneri (group B)

Yersinia pestis

Yersinia pseudotuberculosis

00000661 Identification to the genus

Yersinia pseudotuberculosis

Yersinia pestis

Escherichia hermannii

00000662 Good identification

Shigella flexneri (group B)

Shigella boydii (group C)

Escherichia coli

00000663 Low discrimination

Escherichia coli

Yersinia pseudotuberculosis

Aeromonas hydrophila subsp. hydrophila
00000664 Identification to the genus

Yersinia pseudotuberculosis

Yersinia pestis

Shigella flexneri (group B)

00000665 Good identification

Yersinia pseudotuberculosis

Yersinia pestis

Aeromonas hydrophila subsp. hydrophila
00000700 Low discrimination

Providencia stuartii

Shigella dysenteriae (group A)

Shigella flexneri (group B)

00000701 Low discrimination

Providencia stuartii

Aeromonas schubertii

Shigella dysenteriae (group A)
00000703 Low discrimination

Aeromonas schubertii

Shigella dysenteriae (group A)

Providencia stuartii

00000704 Acceptable identification

Providencia stuartii

ID
score

96.26
3.56
0.08

54.96
22.23
20.22

65.92
31.07
0.91

93.70
3.47
1.22

38.17
17.15
15.05

78.94
19.29
1.45

90.43
9.47
0.06

89.85
3.33
3.30

71.02
16.66
10.16

74.05
22.24
3.19

94.48

index

0.57
0.28
-.02

0.62
0.61
0.51

0.57
0.61
0.36

0.57
0.28
0.43

0.51
0.24
0.43

0.54
0.53
0.29

0.60
0.53
0.27

0.60
0.34
0.41

0.44
0.40
0.27

0.40
0.22
0.11

0.44

tests
against

MAL 1

ESL1

URE 95

ESL 1

SOR 88

URE 95

URE 95

INO 95

RAF 7

INO 95
RAF 7
ONP 10

LYS 93
RAF 1

INO 95

Differentiation tests

PYR

1

99

99

IND YEP
1 1

1 1
99 98

OXI IND PYR VPT
1 92 1 1

1 1 9 1

99 96 50 93

PYR

99

99

1

OXI IND
1 1

1 1
99 96
OXI IND
1 98
9 1

1 45
OXI IND
9 1

1 45
1 98
OXI IND
1 98

Code

00000660

00000661

00000662

00000663

00000664

00000665

00000700

00000701

00000703

00000704



Code

Taxon

Aeromonas schubertii
Tatumella ptyseos
00000705 Low discrimination
Aeromonas schubertii

Providencia stuartii

Pantoea dispersa

00000707 Good identification
Aeromonas schubertii

00000720 Low discrimination
Shigella flexneri (group B)

Providencia stuartii

Shigella boydii (group C)

00000721 Low discrimination
Pantoea dispersa

Providencia stuartii

Shigella flexneri (group B)

00000722 Very good identification

Shigella flexneri (group B)

Shigella boydii (group C)

Providencia stuartii

00000725 Acceptable identification

Pantoea dispersa
Aeromonas jandaei
Providencia stuartii
00000731 Good identification
Pantoea dispersa

Citrobacter werkmanii

Citrobacter gillenii

00000735 Good identification
Pantoea dispersa

00000763 Acceptable identification
Aeromonas hydrophila subsp. hydrophila
Vibrio metschnikovii

00001000 Good identification
Leminorella richardii

Leminorella grimontii

Providencia rustigianii

00001001 Low discrimination
Budvicia aquatica

Leminorella richardii

Leminorella grimontii

ID
score
1.67
1.57

66.71
31.60
1.28

100.0

82.29
13.10
3.04

89.15
3.91
2.24

95.89
3.55
0.31

90.24
3.02
2.49

97.01
1.88
0.58

100.0

94.20
5.80

92.22
6.18
0.54

64.63
32.08
2.15

index

0.21
0.11

0.40
0.28
0.18

0.40

0.62
0.44
0.34

0.64
0.28
0.29

0.57
0.28
0.11

0.51
0.22
0.12

0.48
0.00
0.13

0.35

0.42
0.31

1.00
0.86
0.67

0.83
0.67
0.52

tests
against

RAF 7
BXY 10

LYS 93

RAF 1

LYS 93

SCI 1

RAF 1

SCl 1

RAF 1

RAF 1
MAL 10

RAF 1

ARG 90
RAF 1

LAC 87

Differentiation tests

99
1

OXlI IND VPT

9 1 43
1 98 1
1 1 99
VPT IND
9 1

98

50

OXI IND VPT

99 99 85

VPT
99

OoXi
99

IND

98

Code

00000705

00000707

00000720

00000721

00000722

00000725

00000731

00000735

00000763

00001000

00001001



Code
Taxon

00001002 Low discrimination
Leminorella richardii

Vibrio hollisae

Leminorella grimontii

00001003 Low discrimination
Budvicia aquatica

Leminorella richardii

Shigella dysenteriae (group A)

00001004 Identification to the genus

Leminorella richardii
Leminorella grimontii
Vibrio hollisae
00001005 Low discrimination
Budvicia aquatica

Leminorella richardii

Leminorella grimontii

00001006 Low discrimination
Vibrio hollisae

Leminorella richardii

Leminorella grimontii

00001010 Good identification
Leminorella richardii

Leminorella grimontii

Providencia rustigianii

00001011 Low discrimination
Budvicia aquatica

Leminorella richardii

Leminorella grimontii

00001014 Identification to the genus
Leminorella richardii

Leminorella grimontii

Vibrio hollisae
00001020 Low discrimination
Leminorella richardii

Budvicia aquatica

Leminorella grimontii

00001021 Very good identification
Budvicia aquatica

Leminorella richardii

Shigella boydii (group C)

00001022 Low discrimination

ID
score

72.04
20.67
4.83

48.46
24.06
18.36

89.38
7.75
1.90

59.46
36.23
3.14

65.70
31.22
2.71

92.21
6.18
0.54

64.53
32.04
2.15

89.39
7.75
1.90

70.94
16.14
4.75

99.45
0.33
0.15

index

0.67
0.67
0.52

0.50
0.34
0.40

0.86
0.73
0.67

0.67
0.52
0.40

0.67
0.52
0.40

0.67
0.52
0.34

0.50
0.34
0.19

0.52
0.40
0.34

0.67
0.68
0.52

0.86
0.34
0.38

tests . .
. Differentiation tests
against
OXI
GLR 1 1
99
1
LAC 87
GLR 1
OXI
BXY 12 1
1
99
LAC 87
BXY 10
OXI
H2S 1 99
IND
MAL 1 1
1
98
LAC 87
MAL 1
OXI
MAL 1 1
BXY 12 1
99
MAN 1
LAC 87

Code

00001002

00001003

00001004

00001005

00001006

00001010

00001011

00001014

00001020

00001021

00001022



Code

Taxon

Shigella flexneri (group B)

Shigella boydii (group C)

Leminorella richardii

00001023 Acceptable identification

Budvicia aquatica
Shigella boydii (group C)
Shigella flexneri (group B)
00001024 Low discrimination
Leminorella richardii

Budvicia aquatica

Leminorella grimontii

00001025 Very good identification
Budvicia aquatica

Leminorella richardii

Leminorella grimontii

00001027 Good identification
Budvicia aquatica

Shigella sonnei
Vibrio hollisae
00001031 Good identification
Budvicia aquatica

Leminorella richardii

Hafnia alvei biovar 1

00001035 Good identification
Budvicia aquatica

00001040 Low discrimination
Pragia fontium

Leminorella richardii

Leminorella grimontii

00001041 Low discrimination
Budvicia aquatica

Pragia fontium

Leminorella richardii

00001042 Low discrimination
Pragia fontium

Leminorella richardii

Vibrio hollisae
00001044 Low discrimination
Pragia fontium

Leminorella richardii

Leminorella grimontii

00001050 Low discrimination

ID

score
38.52
33.68
17.11

91.82
6.65
0.69

75.08
13.91
6.51

99.50
0.41
0.04

96.50
2.03
0.83

99.02
0.33
0.22

100.0

63.35
33.22
2.23

39.95
37.82
19.83

57.59
30.20
8.67

58.20
37.46
3.25

index

0.55
0.49
0.34

0.53
0.33
0.22

0.52
0.52
0.40

0.70
0.19
0.07

0.37
0.05
0.00

0.53
0.00
0.18

0.37

0.76
0.67
0.52

0.50
0.43
0.34

0.43
0.34
0.34

0.61
0.52
0.40

tests
against

H2S 1

LAC 87
GLR 1

MAN 1
BXY 12

LAC 87
BXY 10

LAC 87
GLR 1
BXY 10

LAC 87
MAL 1

LAC 87

SCI 88

LAC 87
ESL 1

SCI 88
GLR 1

SCI 88
BXY 10

Differentiation tests

(4]

99

PYR
99

PYR

99

OXI PYR

99 50

PYR
99

Code

00001023

00001024

00001025

00001027

00001031

00001035

00001040

00001041

00001042

00001044

00001050



Code
Taxon

Pragia fontium

Leminorella richardii

Leminorella grimontii

00001060 Low discrimination

Pragia fontium

Leminorella richardii

Budvicia aquatica

00001061 Good identification

Budvicia aquatica

Yersinia pestis

Pragia fontium

00001065 Good identification

Budvicia aquatica

Yersinia pestis

Yersinia pseudotuberculosis
00001100 Low discrimination

Leminorella grimontii

Pragia fontium

Leminorella richardii

00001101 Low discrimination

Leminorella grimontii

Pragia fontium

Budvicia aquatica

00001102 Low discrimination

Leminorella grimontii

Pragia fontium

Leminorella richardii

00001104 Low discrimination

Leminorella grimontii

Pragia fontium

Leminorella richardii

00001105 Low discrimination

Leminorella grimontii

Pragia fontium

Budvicia aquatica

00001106 Low discrimination

Leminorella grimontii

Pragia fontium

Vibrio hollisae

00001110 Low discrimination

Leminorella grimontii

ID
score

63.37
33.23
2.23

56.77
29.77
6.77

97.98
0.82
0.63

95.68
2.40
131

65.22
27.37
6.55

57.54
24.15
11.65

63.96
26.84
6.43

74.06
19.57
5.75

67.62
17.87
8.62

66.15
17.48
10.81

65.22

index

0.43
0.34
0.19

0.43
0.34
0.34

0.53
0.27
0.10

0.37
0.20
0.06

0.89
0.82
0.67

0.55
0.49
0.50

0.55
0.49
0.34

0.76
0.66
0.52

0.43
0.33
0.34

0.43
0.33
0.34

0.55

tests
against

SCI 88
MAL 1

SCI 88
MAN 1

LAC 87
ESL 1

LAC 87
ESL 1
BXY 10

ONP 1

GLR 1

ONP 1

GLR 1

MAL 1

Differentiation tests

PYR
99

PYR
99

PYR

99
99

PYR

99
99

PYR

99

PYR

99

PYR

99

PYR

99

PYR

99

OXl PYR

99 50

PYR

Code

00001060

00001061

00001065

00001100

00001101

00001102

00001104

00001105

00001106

00001110



Code

Taxon

Pragia fontium
Leminorella richardii
00001114 Low discrimination
Leminorella grimontii

Pragia fontium

Leminorella richardii

00001120 Low discrimination
Leminorella grimontii

Pragia fontium

Leminorella richardii

00001121 Acceptable identification
Budvicia aquatica

Leminorella grimontii

Pragia fontium
00001124 Low discrimination
Leminorella grimontii

Pragia fontium

Leminorella richardii

00001125 Acceptable identification

Budvicia aquatica
Leminorella grimontii
Pragia fontium
00001140 Excellent identification
Pragia fontium

Leminorella grimontii

Leminorella richardii

00001141 Very good identification
Pragia fontium

Leminorella grimontii

Budvicia aquatica

00001142 Very good identification
Pragia fontium

Leminorella grimontii

Leminorella richardii

00001144 Very good identification
Pragia fontium

Leminorella grimontii

Leminorella richardii

00001145 Good identification
Pragia fontium

Leminorella grimontii

Budvicia aquatica

ID
score
27.38
6.55

74.07
19.58
5.75

63.71
26.74
6.40

94.07
3.13
131

73.15
19.33
5.68

92.59
4.89
1.29

99.18
0.71
0.07

99.04
0.71
0.14

99.16
0.71
0.07

98.77
1.13
0.09

98.73
1.13
0.14

index

0.49
0.34

0.43
0.33
0.19

0.55
0.49
0.34

0.53
0.22
0.16

0.43
0.33
0.19

0.37
0.10
0.00

0.91
0.55
0.34

0.58
0.22
0.17

0.58
0.22
0.00

0.75
0.43
0.19

0.42
0.10
0.01

tests

against

MAL 1

MAN 1

LAC 87

SCI 1

MAN 1

LAC 87
SCl 1
BXY 10

ONP 1

GLR 1

BXY 10

ONP 1
BXY 10

Differentiation tests

99
1

PYR

99

PYR

99

PYR

99

PYR

PYR
99

PYR
99

PYR
99

PYR

PYR
99
1

Code

00001114

00001120

00001121

00001124

00001125

00001140

00001141

00001142

00001144

00001145



Code
Taxon

00001146 Good identification
Pragia fontium

Leminorella grimontii

Vibrio hollisae
00001150 Very good identification
Pragia fontium

Leminorella grimontii

Leminorella richardii

00001154 Good identification
Pragia fontium

Leminorella grimontii

00001160 Very good identification
Pragia fontium

Leminorella grimontii

Leminorella richardii

00001164 Good identification
Pragia fontium

Leminorella grimontii

00001200 Low discrimination
Leminorella richardii

Shigella dysenteriae (group A)
Leminorella grimontii

00001201 Low discrimination
Shigella dysenteriae (group A)

Budvicia aquatica

Leminorella richardii

00001202 Low discrimination
Shigella dysenteriae (group A)
Leminorella richardii

Shigella boydii (group C)

00001203 Good identification
Shigella dysenteriae (group A)
Aeromonas schubertii

Shigella boydii (group C)

00001204 Low discrimination
Leminorella richardii

Leminorella grimontii

Shigella dysenteriae (group A)
00001205 Low discrimination
Aeromonas schubertii

Budvicia aquatica

ID
score

98.69
1.13
0.18

99.18
0.71
0.07

98.87
1.13

99.17
0.71
0.07

98.87
1.13

66.04
21.71
4.43

79.46
11.48
5.70

88.62
5.53
191

95.65
3.22
0.53

84.68
7.34
2.06

29.79
28.86

index

0.42
0.10
0.00

0.58
0.22
0.00

0.42
0.10

0.58
0.22
0.00

0.42
0.10

0.67
0.67
0.52

0.61
0.50
0.34

0.62
0.34
0.37

0.56
0.40
0.21

0.52
0.40
0.34

0.40
0.34

tests . .
. Differentiation tests
against
OXl PYR
GLR 1 1 99
BXY 10 1 1
99 50
PYR
MAL 1 99
PYR
MAL 1 99
BXY 10 1
PYR
MAN 1 99
PYR
MAN 1 99
BXY 10 1
TRE 1
H2S 1
H2S 1
OXI
H2S 1 1
99
1
TRE 1
BXY 12
OXI
LYS 93 99
H2S 1 1

Code

00001146

00001150

00001154

00001160

00001164

00001200

00001201

00001202

00001203

00001204

00001205



Code
Taxon
Shigella dysenteriae (group A)
00001207 Low discrimination
Aeromonas schubertii

Shigella dysenteriae (group A)

Shigella sonnei
00001220 Low discrimination
Shigella boydii (group C)

Shigella flexneri (group B)

Yersinia aldovae
00001221 Low discrimination
Budvicia aquatica

Shigella boydii (group C)

Yersinia pestis
00001222

Shigella boydii (group C)
Shigella flexneri (group B)
Shigella dysenteriae (group A)
00001223 Low discrimination
Shigella boydii (group C)

Shigella sonnei

Shigella dysenteriae (group A)
00001224 Low discrimination
Yersinia aldovae

Yersinia pestis

Shigella boydii (group C)

00001225 Low discrimination
Yersinia pestis

Budvicia aquatica

Shigella boydii (group C)

00001227 Good identification
Shigella sonnei

Shigella boydii (group C)

Yersinia pestis
00001234 Low discrimination
Citrobacter gillenii

Yersinia aldovae
Yersinia pestis
00001235 Low discrimination
Citrobacter gillenii

Yersinia pestis

Citrobacter werkmanii

00001240 Low discrimination

Identification to the genus

ID
score

18.16

73.90
22.19
2.26

55.14
22.59
11.44

34.79
28.98
28.82

69.45
28.46
1.01

58.24
32.86
3.26

46.40
32.95
9.04

65.96
26.55
2.01

95.84
1.72
1.16

70.63
15.42
10.95

86.52
6.61
4.21

index
0.27

0.40
0.22
0.05

0.67
0.65
0.61

0.53
0.51
0.61

0.62
0.60
0.28

0.46
0.39
0.22

0.51
0.53
0.34

0.53
0.37
0.18

0.39
0.13
0.20

0.38
0.18
0.20

0.44
0.20
0.00

tests . .
. Differentiation tests
against
1
OXI
LYS 93 99
H2S 1 1
1
PYR
H2S 1 1
1
99
PYR
LAC 87 1
TRE 1 1
99
H2S 1
H2S 1
ONP 10
PYR
H2S 1 99
99
1
PYR
H2S 1 99
1
1
PYR
ORN 98 1
H2S 1 1
99
SOR 99
SOR 99

Code

00001207

00001220

00001221

00001222

00001223

00001224

00001225

00001227

00001234

00001235

00001240



Code
Taxon

Pragia fontium
Proteus vulgaris
Leminorella richardii
00001260 Low discrimination
Yersinia pestis

Shigella boydii (group C)

Yersinia pseudotuberculosis
00001261 Identification to the genus
Yersinia pestis

Yersinia pseudotuberculosis

Aeromonas hydrophila subsp. hydrophila
00001263 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Yersinia pestis

Shigella boydii (group C)

00001264 Identification to the genus

Yersinia pestis

Yersinia pseudotuberculosis
Yersinia aldovae
00001265 Identification to the genus
Yersinia pestis

Yersinia pseudotuberculosis

Aeromonas hydrophila subsp. hydrophila
00001300 Low discrimination
Leminorella grimontii

Pragia fontium
Proteus mirabilis
00001301 Low discrimination
Aeromonas schubertii

Shigella dysenteriae (group A)
Providencia stuartii

00001303 Low discrimination
Aeromonas schubertii

Shigella dysenteriae (group A)
00001304 Low discrimination
Leminorella grimontii

Pragia fontium

Leminorella richardii

00001305 Low discrimination
Aeromonas schubertii

Leminorella grimontii

ID
score

41.98
23.42
22.01

82.09
7.50
4.27

85.84
10.43
1.61

48.40
26.00
12.88

79.76
18.68
1.13

64.23
35.11
0.40

54.36
22.82
6.65

31.89
19.44
18.24

76.90
23.10

69.12
18.27
5.37

83.63
6.42

T tests

index against

0.43 SCI 88

0.47 TRE 1
0.34

0.61 H2S 1
0.34
0.30

0.61 H2S 1
0.36
0.43

0.43 ARG 90

0.27 H2S 1
0.13

0.53 H2S 1
0.33
0.18

0.53 H2S 1
0.39
0.27

0.55 TRE 1
0.49
0.39

0.40 LYS 93

0.27 H2S 1
0.30

0.40 LYS 93

0.22 H2S 1
0.43 TRE 1
0.33
0.19

0.40 LYS 93

0.10 H2S 1

Differentiation tests

PYR
99

1

1

PYR
99

99

OXl IND

99 96

OXlI PYR VPT

99 50 93
1 99
1 1
OXI IND
1 1

1 1
99 96
PYR

1

99

1

OXI IND
9 1

1 45
1 98
(©)4]

99

1

PYR

1

99

1

OXI IND
9 1

1 1

Code

00001260

00001261

00001263

00001264

00001265

00001300

00001301

00001303

00001304

00001305



Code

Taxon
Providencia stuartii
00001307 Good identification
Aeromonas schubertii

00001321 Low discrimination
Pantoea dispersa

Citrobacter werkmanii

Citrobacter youngae

00001325 Acceptable identification

Pantoea dispersa
Aeromonas jandaei
Yersinia pestis
00001330

Citrobacter gillenii
Citrobacter werkmanii
Pantoea dispersa
00001331 Acceptable identification
Citrobacter werkmanii

Citrobacter gillenii

Pantoea dispersa

00001334 Good identification
Citrobacter gillenii

00001335 Low discrimination
Citrobacter gillenii

Citrobacter werkmanii

Pantoea dispersa

00001340 Very good identification
Pragia fontium

Proteus vulgaris

Leminorella grimontii

00001344 Good identification
Pragia fontium

Leminorella grimontii

Proteus vulgaris
00001361 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Yersinia pestis

Pantoea dispersa

00001363 Good identification
Aeromonas hydrophila subsp. hydrophila

00001400 Good identification

Identification to the genus

ID
score

5.32

100.0

72.90
15.55
7.25

91.47
3.06
1.75

70.47
26.70
1.21

90.78
491
411

100.0

49.93
27.95
22.12

97.72
131
0.70

98.75
1.13
0.12

28.95
17.54
17.47

100.0

index
0.14

0.40

0.64
0.33
0.47

0.51
0.22
0.20

0.46
0.17
0.15

0.51
0.51
0.48

0.38

0.44
0.17
0.35

0.58
0.35
0.22

0.42
0.10
0.02

0.42
0.27
0.31

0.42

tests
against

LYS 93

H2S 1

H2S 1

SOR 99

URE 92
ARG 90
SOR 90

SOR 99

SOR 99

TRE 1

TRE 1
BXY 10

ARG 90
H2S 1

ARG 90

Differentiation tests

1 98

VPT
99

IND VPT OXI
1 99 1
99 85 99
1 1 1

VPT

99

VPT

99

VPT

99

PYR
99

PYR
99

OXlI VPT IND

99 93 96
1 1 1
1 99

IND

Code

00001307

00001321

00001325

00001330

00001331

00001334

00001335

00001340

00001344

00001361

00001363

00001400



Code
Taxon
Leminorella richardii
Leminorella grimontii
Providencia rustigianii
00001401 Low discrimination
Budvicia aquatica

Leminorella richardii

Leminorella grimontii

00001404

Leminorella richardii
Leminorella grimontii
Vibrio hollisae
00001420 Low discrimination
Shigella flexneri (group B)

Leminorella richardii

Budvicia aquatica

00001421 Good identification
Budvicia aquatica

Shigella flexneri (group B)

Leminorella richardii

00001422 Good identification
Shigella flexneri (group B)

Shigella boydii (group C)

Leminorella richardii

00001425 Good identification
Budvicia aquatica

00001440 Low discrimination
Pragia fontium

Leminorella richardii

Leminorella grimontii

00001500 Low discrimination
Leminorella grimontii

Pragia fontium

Leminorella richardii

00001504 Low discrimination
Leminorella grimontii

Pragia fontium

Leminorella richardii

00001540 Very good identification
Pragia fontium

Leminorella grimontii

Leminorella richardii

00001544 Good identification

Identification to the genus

ID
score
92.08
6.17
0.54

64.61
32.07
2.15

89.38
7.75
1.90

69.12
22.68
5.16

98.52
1.00
0.33

97.71
1.30
0.66

100.0

63.34
33.21
2.23

65.21
27.37
6.55

74.07
19.58
5.75

99.18
0.71
0.07

index

0.67
0.52
0.34

0.50
0.34
0.19

0.52
0.40
0.34

0.57
0.34
0.34

0.53
0.24
0.00

0.52
0.16
0.00

0.37

0.43
0.34
0.19

0.55
0.49
0.34

0.43
0.33
0.19

0.58
0.22
0.00

tests . .
. Differentiation tests
against
RAF 1 1
1
98
LAC 87
RAF 1
OXI
RAF 1 1
BXY 12 1
99
H2S 1
LAC 87
RAF 1
H2S 1
LAC 87
PYR
SCI 88 99
RAF 1 1
1
PYR
RAF 1 1
99
1
PYR
RAF 1 1
99
1
PYR
RAF 1 99

Code

00001401

00001404

00001420

00001421

00001422

00001425

00001440

00001500

00001504

00001540

00001544



Code
Taxon

Pragia fontium
Leminorella grimontii
00001620 Very good identification

Shigella flexneri (group B)
Shigella boydii (group C)
Yersinia aldovae
00001622 Very good identification
Shigella flexneri (group B)

Shigella boydii (group C)

Shigella sonnei
00002000 Low discrimination
Providencia rustigianii

Vibrio hollisae

Budvicia aquatica

00002001 Very good identification
Budvicia aquatica

Shigella dysenteriae (group A)

Providencia rustigianii

00002002 Good identification
Vibrio hollisae

Shigella dysenteriae (group A)
Providencia rustigianii

00002003 Low discrimination
Budvicia aquatica

Shigella dysenteriae (group A)

Vibrio hollisae
00002004 Low discrimination
Vibrio hollisae

Providencia rustigianii

Budvicia aquatica

00002005 Very good identification

Budvicia aquatica

Vibrio hollisae

Providencia rustigianii

00002006 Very good identification

Vibrio hollisae
Providencia rustigianii
Budvicia aquatica
00002007 Low discrimination
Budvicia aquatica

Vibrio hollisae

ID
score

98.87
1.13

95.03
351
0.73

96.26
3.56
0.08

48.75
24.26
21.45

99.26
0.46
0.17

90.98
5.70
1.85

75.86
17.18
6.46

75.11
16.77
7.38

99.01
0.77
0.17

99.61
0.23
0.10

55.77
42.74

index

0.42
0.10

0.62
0.34
0.28

0.57
0.28
-.02

0.67
0.67
0.68

0.87
0.45
0.34

0.67
0.46
0.34

0.54
0.40
0.34

0.67
0.51
0.53

0.71
0.34
0.18

0.67
0.18
0.19

0.38
0.34

tests

against

RAF 1
BXY 10

H2S 1

H2S 1

LAC 1

LAC 1

GLR 1

LAC 1

BXY 10

LAC 1

GLR 1
BXY 10

Differentiation tests

PYR

99
1

PYR

99

OXI

99

IND

45
98

OXI
99

(4]

99

OoXi
99

(©)4]

99

(4]
99

(4]

IND
98
79

IND
79
98

IND

79
98

IND
79
98

Code

00001620

00001622

00002000

00002001

00002002

00002003

00002004

00002005

00002006

00002007



Code

Taxon

Shigella dysenteriae (group A)
00002011 Good identification
Budvicia aquatica

Shigella dysenteriae (group A)
Providencia rustigianii

00002015 Good identification
Budvicia aquatica

Vibrio hollisae
00002020 Low discrimination
Budvicia aquatica

Shigella flexneri (group B)

Shigella boydii (group C)

00002021 Very good identification
Budvicia aquatica

Shigella boydii (group C)

Shigella flexneri (group B)

00002022 Low discrimination
Shigella flexneri (group B)

Shigella boydii (group C)

Budvicia aquatica

00002023 Good identification
Budvicia aquatica

Shigella boydii (group C)
Escherichia coli
00002024 Low discrimination
Budvicia aquatica

Yersinia aldovae
Vibrio hollisae
00002025 Very good identification
Budvicia aquatica

Yersinia pestis

Shigella boydii (group C)

00002027 Good identification
Budvicia aquatica

Shigella sonne|
Vibrio hollisae
00002030 Low discrimination
Budvicia aquatica

Shigella flexneri (group B)

Shigella boydii (group C)

00002031 Very good identification

ID
score

1.15

99.13
0.46
0.17

99.23
0.77

77.85
9.45
8.26

99.88
0.09
0.01

45.29
39.60
7.65

92.50
4.00
2.56

84.98
5.96
5.83

99.96
0.02
0.01

96.17
2.44
0.50

75.40
9.15
8.00

index
0.06

0.54
0.12
0.00

0.38
0.00

0.71
0.60
0.54

0.90
0.38
0.27

0.55
0.49
0.38

0.57
0.33
0.52

0.55
0.41
0.34

0.74
0.20
0.05

0.41
0.11
0.00

0.38
0.27
0.21

tests . .
. Differentiation tests

against

1

IND
MAL 1 1

45

98

OXI
MAL 1 1
BXY 10 99
ONP 93
LAC 1

IND
GLR 1 1

25

92

OXl PYR
ONP 93 1 1
BXY 10 1 99

99 50

PYR
BXY 10 1

99

1

OXI
GLR 1 1
BXY 10 1

99
MAL 1
ONP 93

Code

00002011

00002015

00002020

00002021

00002022

00002023

00002024

00002025

00002027

00002030

00002031



Code

Taxon

Budvicia aquatica
Hafnia alvei biovar 1
Shigella boydii (group C)
00002035 Good identification
Budvicia aquatica

00002041 Good identification
Budvicia aquatica

Shigella dysenteriae (group A)
Providencia rustigianii

00002045 Good identification
Budvicia aquatica

Vibrio hollisae
00002060 Low discrimination
Budvicia aquatica

Shigella flexneri (group B)

Shigella boydii (group C)

00002061 Very good identification

Budvicia aquatica

Aeromonas hydrophila subsp. hydrophila
Yersinia pestis
00002065 Good identification
Budvicia aquatica

Yersinia pestis

Yersinia pseudotuberculosis

00002100 Low discrimination
Providencia rustigianii

Providencia alcalifaciens

Pragia fontium
00002101 Good identification
Budvicia aquatica

Providencia rustigianii

Providencia alcalifaciens

00002104 Low discrimination
Providencia rustigianii

Vibrio hollisae
Pragia fontium
00002105 Good identification
Budvicia aquatica

Providencia rustigianii

Vibrio hollisae

00002120 Low discrimination

ID
score
99.72
0.13
0.09

100.0

99.21
0.46
0.17

99.23
0.77

73.84
8.96
7.84

98.53
0.66
0.49

96.80
1.45
0.79

76.22
14.18
3.91

95.68
2.89
0.54

72.97
18.71
3.74

95.77
2.89
0.74

index

0.57
0.18
0.05

0.41

0.54
0.12
0.00

0.38
0.00

0.38
0.27
0.21

0.57
0.40
0.27

0.41
0.20
0.06

0.54
0.39
0.34

0.54
0.21
0.05

0.38
0.34
0.18

0.38
0.05
0.00

tests . .
. Differentiation tests
against
MAL 1
MAL 1
IND
ESL 1 1
45
98
OXI
ESL 1 1
BXY 10 99
ESL 1
ONP 93
OXlI PYR IND
ESL 1 1 1 1
99 50 96
1 99 1
PYR
ESL 1 1
BXY 10 99
99
PYR IND
LAC 1 1 98
1 99
99 1
IND
SCI 1 1
98
99
OXl PYR IND
LAC 1 1 1 98
BXY 10 99 50 79
1 99 1
OXl IND
SCI 1 1 1
BXY 10 1 98
99 79

IND

Code

00002035

00002041

00002045

00002060

00002061

00002065

00002100

00002101

00002104

00002105

00002120



Code

Taxon

Budvicia aquatica

Providencia rustigianii

Shigella flexneri (group B)

00002121 Very good identification

Budvicia aquatica

Ewingella americana

Pantoea dispersa

00002125 Good identification

Budvicia aquatica

Aeromonas jandaei

Ewingella americana

00002140 Acceptable identification

Pragia fontium

Providencia rustigianii

Providencia alcalifaciens

00002163 Acceptable identification

Aeromonas hydrophila subsp. hydrophila
Vibrio metschnikovii
00002200 Low discrimination

Shigella dysenteriae (group A)

Yersinia aldovae

Morganella morganii subsp. sibonii
00002201 Low discrimination

Shigella dysenteriae (group A)

Budvicia aquatica

Aeromonas schubertii

00002202 Good identification

Shigella dysenteriae (group A)

Shigella boydii (group C)

Vibrio hollisae

00002203 Acceptable identification

Shigella dysenteriae (group A)
Aeromonas schubertii

Escherichia coli

00002205 Low discrimination

Budvicia aquatica

Aeromonas schubertii

Shigella dysenteriae (group A)
00002207 Low discrimination

Aeromonas schubertii
Shigella dysenteriae (group A)
Shigella sonnei

ID
score
59.25
15.84
7.19

98.19
1.07
0.49

97.08
1.09
1.06

93.20
5.49
1.02

94.29
571

86.18
3.11
2.10

78.30
18.92
1.30

94.27
2.03
1.69

93.48
3.14
191

47.15
29.09
17.74

68.63
20.61
4.24

T
index
0.38
0.21
0.27

0.57
0.24
0.31

0.41
0.16
0.08

0.43
0.21
0.05

0.39
0.29

0.67
0.51
0.38

0.61
0.54
0.40

0.62
0.37
0.34

0.56
0.40
0.52

0.38
0.40
0.27

0.40
0.22
0.11

tests

against

SCI 1
ONP 93

SCI 1

SCl 1
BXY 10

H2S 89
LAC 1

ARG 90

TRE 99

LAC 1

LAC 1

LAC 1

LAC 1

TRE 1

BXY 10

LYS 93
LAC 1

Differentiation tests

98
50

VPT

95
99

IND

99

PYR
99

(4]
99

PYR

99

(©)4]

99

OoXi

99

(©)4]

PYR
1

99
70

PYR OXI VPT

1 1 1

50 99 85

9 1 95

IND

98
99

IND
45

92

Code

00002121

00002125

00002140

00002163

00002200

00002201

00002202

00002203

00002205

00002207



Code
Taxon

00002220 Low discrimination
Shigella boydii (group C)

Shigella flexneri (group B)

Yersinia aldovae
00002221 Low discrimination
Budvicia aquatica

Shigella boydii (group C)

Yersinia pestis
00002222 Low discrimination
Shigella boydii (group C)

Shigella flexneri (group B)
Escherichia coli
00002223 Low discrimination
Escherichia coli

Shigella sonne|

Shigella boydii (group C)

00002224 Low discrimination
Yersinia aldovae

Yersinia pestis

Shigella boydii (group C)

00002225 Low discrimination
Yersinia pestis

Budvicia aquatica

Aeromonas jandaei

00002227 Low discrimination
Shigella sonne|

Aeromonas jandaei

Vibrio metschnikovii

00002231 Low discrimination
Citrobacter gillenii

Budvicia aquatica

Shigella boydii (group C)

00002233 Low discrimination
Escherichia coli

Shigella sonne|

Shigella boydii (group C)

00002234 Low discrimination
Citrobacter gillenii

Yersinia aldovae

Yersinia pestis

00002235 Low discrimination

ID
score

56.23
23.04
11.67

42.72
21.26
21.15

65.36
26.78
5.20

44.27
23.52
20.63

47.82
33.96
9.31

45.06
30.34
8.44

79.56
8.79
5.51

69.38
10.70
5.33

44.22
23.49
20.61

70.63
15.42
10.95

index

0.67
0.65
0.61

0.57
0.51
0.61

0.62
0.60
0.66

0.74
0.44
0.46

0.51
0.53
0.34

0.53
0.41
0.39

0.44
0.39
0.58

0.51
0.24
0.18

0.40
0.11
0.13

0.38
0.18
0.20

tests
against

LAC 1

TRE 1

LAC 1

SOR 88

LAC 1

LAC 1

ORN 98

LAC 2

SOR 99

SOR 88

MAL 1

SOR 99

Differentiation tests

PYR

99

PYR

99

IND
92

25

PYR

99
99

IND PYR OXI
1 9 1

1 1 1
99 50 99

OXI IND

99 99

IND
92

25

PYR

Code

00002220

00002221

00002222

00002223

00002224

00002225

00002227

00002231

00002233

00002234

00002235



Code

Taxon
Citrobacter gillenii
Yersinia pestis
Budvicia aquatica
00002260 Low discrimination
Yersinia pestis

Shigella boydii (group C)

Yersinia pseudotuberculosis
00002261 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Yersinia pestis

Yersinia pseudotuberculosis

00002262 Low discrimination
Escherichia coli

Shigella boydii (group C)

Vibrio metschnikovii

00002263 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Escherichia coli

Vibrio metschnikovii

00002264 Low discrimination
Yersinia pestis

Yersinia pseudotuberculosis

Vibrio metschnikovii

00002265 Low discrimination
Yersinia pestis

Yersinia pseudotuberculosis

Aeromonas hydrophila subsp. hydrophila
00002266 Low discrimination
Vibrio metschnikovii

Yersinia pestis

Aeromonas hydrophila subsp. hydrophila
00002267 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Vibrio metschnikovii

Shigella sonne|
00002273 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Escherichia coli

Vibrio metschnikovii

00002300 Low discrimination
Providencia stuartii

Shigella dysenteriae (group A)

ID
score
87.56
6.69
4.50

78.13
7.14
4.07

48.84
36.24
4.40

42.22
21.46
15.60

78.58
15.49
4.06

73.49
17.21
7.22

43.93
24.01
19.74

81.98
8.43
3.79

61.92
28.76
2.36

80.08
15.79
4.13

81.22
11.11

index

0.44
0.20
0.08

0.61
0.34
0.30

0.73
0.61
0.36

0.56
0.28
0.56

0.73
0.64
0.62

0.53
0.33
0.56

0.53
0.39
0.58

0.56
0.20
0.24

0.58
0.62
0.11

0.40
0.30
0.29

0.51
0.34

tests
against

SOR 99

LAC 1

ARG 90

SOR 88

ARG 90

LAC 1

LAC 1

SUC 99

ARG 90

BXY 10

ARG 90
MAL 1

LAC 2
INO 95

Differentiation tests

25

99

1

PYR

99

1

99

OXI IND

99 96

OXI VPT

99 93
1
78

OXI IND

1 1

1 1

99 96

OXI IND

1 25

1 1

99 96

OXI IND

99 96

1 25

1 1

OXI VPT

99 93

1 1

1 78

Code

00002260

00002261

00002262

00002263

00002264

00002265

00002266

00002267

00002273

00002300



Code

Taxon

Providencia rustigianii
00002303 Low discrimination
Aeromonas schubertii

Shigella dysenteriae (group A)
Aeromonas jandae

00002305 Low discrimination
Aeromonas schubertii

Providencia stuartii

Aeromonas jandae

00002307 Good identification
Aeromonas schubertii

Aeromonas jandaei

Vibrio metschnikovii

00002320 Low discrimination
Ewingella americana

Providencia stuartii

Shigella boydii (group C)

00002321 Low discrimination
Ewingella americana

Pantoea dispersa

Aeromonas jandaei

00002323 Low discrimination
Aeromonas jandaei

Aeromonas hydrophila subsp. hydrophila
Vibrio metschnikovii

00002325 Low discrimination
Aeromonas jandaei

Ewingella americana

Pantoea dispersa

00002326 Low discrimination
Vibrio metschnikovii

Aeromonas jandaei

Vibrio parahaemolyticus

00002327 Low discrimination
Aeromonas jandaei

Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
00002330 Low discrimination
Citrobacter gillenii

Ewingella americana

Hafnia alvei

00002331 Low discrimination

ID
score

3.44

73.38
22.04
2.00

81.10
10.42
2.22

96.50
2.64
0.87

55.66
15.40
13.19

59.21
26.98
6.76

58.83
17.98
9.60

33.84
32.94
23.84

82.18
10.81
4.30

79.80
13.02
2.71

87.96
5.26
2.57

index
0.21

0.40
0.22
0.16

0.40
0.19
0.16

0.40
0.16
0.30

0.44
0.35
0.34

0.57
0.64
0.49

0.49
0.53
0.58

0.49
0.41
0.51

0.52
0.16
0.11

0.49
0.58
0.37

0.46
0.11
0.17

tests
against

LYS 93
LAC 1

LYS 93
LAC 1

LYS 93

LAC 1

ART 99

ART 99

ARG 99

ARG 99

SUC 99

ARG 99

SOR 99

Differentiation tests

OXI
99

99

OXI
99

99

OXIl

99
99

PYR
99

IND

99

()]

99
99

IND
99

OoXi

99
99

OXI
99

99

PYR

25
99

IND

45
99

IND

98
99

IND

99
25

VPT
95

OXI

99

OXI
99

VPT

95
85

Code

00002303

00002305

00002307

00002320

00002321

00002323

00002325

00002326

00002327

00002330

00002331



Code
Taxon

Citrobacter gillenii
Pantoea dispersa
Citrobacter werkmanii
00002334 Good identification
Citrobacter gillenii

00002335 Low discrimination
Citrobacter gillenii

Pantoea dispersa

Aeromonas jandaei

00002343 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Vibrio metschnikovii

Aeromonas schubertii

00002360 Low discrimination
Ewingella americana

Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
00002361 Low discrimination
Ewingella americana

Aeromonas hydrophila subsp. hydrophila
Vibrio metschnikovii

00002362 Low discrimination
Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
Ewingella americana

00002363 Good identification
Aeromonas hydrophila subsp. hydrophila
Vibrio metschnikovii

Ewingella americana

00002365 Low discrimination
Ewingella americana

Aeromonas hydrophila subsp. hydrophila
Vibrio metschnikovii

00002366 Very good identification
Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
00002367 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Vibrio metschnikovii

Aeromonas caviae

00002373 Low discrimination

ID
score

42.08
35.21
13.85

100.0

64.28
28.47
3.68

83.36
10.20
6.44

86.88
7.67
2.72

62.75
34.31
2.08

66.89
23.71
7.65

92.10
5.58
1.70

52.75
28.84
15.72

96.21
3.79

62.34
33.98
1.35

index

0.51
0.48
0.21

0.38

0.44
0.35
0.16

0.39
0.34
0.07

0.44
0.57
0.39

0.57
0.73
0.62

0.57
0.39
0.11

0.73
0.62
0.24

0.41
0.57
0.62

0.57
0.23

0.57
0.62
0.18

tests
against

SOR 99

SOR 99

SOR 99

ARG 90
MAN 99

ART 99

ART 99

SUC 99

ARG 90

ART 99

BXY 10

SUC 99

ARG 90
BXY 10

Differentiation tests

VPT
1
99
1
IND VPT OXI
1 1 1
1 9 1
99 85 99
OXI IND
99 96
1 25
9 1
OXI IND
1 1
1 25
99 96
OXI IND
1 1
99 96
1 25
OXI IND
1 25
99 96
1 1
OXI IND
99 96
25
1
OXI IND
1 1
99 96
1 25
(©)4]
1
99
OXI VPT
99 93
1 78
9 9

Code

00002334

00002335

00002343

00002360

00002361

00002362

00002363

00002365

00002366

00002367

00002373



Code
Taxon

Aeromonas hydrophila subsp. hydrophila
Vibrio metschnikovii

Pantoea agglomerans

00002401 Good identification
Budvicia aquatica

Shigella dysenteriae (group A)
Providencia rustigianii

00002405 Good identification
Budvicia aquatica

Vibrio hollisae
00002420 Low discrimination
Shigella flexneri (group B)

Budvicia aquatica

Shigella boydii (group C)

00002421 Very good identification

Budvicia aquatica
Shigella flexneri (group B)
Escherichia coli
00002422 Good identification
Shigella flexneri (group B)

Escherichia coli

Shigella boydii (group C)

00002423 Low discrimination
Escherichia coli

Budvicia aquatica

Shigella flexneri (group B)

00002425 Good identification
Budvicia aquatica

00002463 Good identification
Escherichia coli
00002603 Low discrimination
Escherichia coli

Shigella dysenteriae (group A)
Aeromonas schubertii

00002620 Good identification
Shigella flexneri (group B)

Shigella boydii (group C)

Escherichia coli
00002621 Low discrimination

Escherichia coli

ID
score

89.49
5.42
5.10

99.24
0.46
0.17

99.23
0.77

87.28
10.90
1.16

99.14
0.60
0.16

96.67
1.62
1.28

52.41
35.51
10.54

100.0

100.0

50.69
46.66
157

94.34
3.49
0.81

35.88

index

0.39
0.29
-.05

0.54
0.12
0.00

0.38
0.00

0.57
0.38
0.21

0.57
0.24
0.32

0.52
0.40
0.16

0.48
0.24
0.19

0.41

0.38

0.48
0.22
0.07

0.62
0.34
0.45

0.53

tests . .
. Differentiation tests
against
OXI IND
ARG 90 99 96
MAL 1 1 25
1 1
IND
RAF 1 1
45
98
OXI
RAF 1 1
BXY 10 99
LAC 1
IND
RAF 1 1
50
92
LAC 1
IND
SOR 88 92
TRE 95 1
50
RAF 1
SOR 88
OXI IND
SOR 88 1 92
MAN 95 1 45
99 1
LAC 1
PYR YEP
SOR 88 1 1

Code

00002401

00002405

00002420

00002421

00002422

00002423

00002425

00002463

00002603

00002620

00002621



Code

Taxon

Escherichia hermannii
Shigella flexneri (group B)
00002622 Low discrimination
Shigella flexneri (group B)

Escherichia coli

Shigella boydii (group C)

00002623 Good identification
Escherichia coli

Shigella sonnei

Shigella flexneri (group B)

00002633 Good identification
Escherichia coli
00002643 Good identification
Escherichia coli
00002662 Low discrimination
Escherichia coli

Shigella flexneri (group B)

Vibrio metschnikovii

00002663 Good identification
Escherichia coli

Aeromonas hydrophila subsp. hydrophila
Vibrio metschnikovii

00002723 Low discrimination
Escherichia coli

Aeromonas jandaei

Vibrio metschnikovii

00002763 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Vibrio metschnikovii

Escherichia coli
00003000 Low discrimination
Budvicia aquatica

Leminorella richardii

Leminorella grimontii

00003001 Excellent identification
Budvicia aquatica

Leminorella richardii

Leminorella grimontii

00003002 Low discrimination
Budvicia aquatica

Leminorella richardii

ID

score
20.38
14.09

83.63
13.10
3.09

93.92
2.87
2.02

100.0

100.0

78.62
20.28
1.10

90.49
8.61
0.90

58.37
25.46
8.39

80.51
9.85
9.64

48.37
47.67
3.20

99.92
0.08
0.01

42.31
41.70

index

0.37
0.29

0.57
0.61
0.28

0.69
0.19
0.24

0.36

0.38

0.51
0.24
0.28

0.59
0.40
0.34

0.36
0.16
0.30

0.39
0.34
0.26

0.78
0.67
0.52

0.97
0.34
0.19

0.45
0.34

tests . .
. Differentiation tests
against
GLR 90 99 98
1 1
LAC 1
IND
SOR 88 92
1
50
SOR 88
SOR 88
SOR 88
OXlI VPT
SOR 88 1 1
99 93
1 78
OXI
SOR 88 1
SCI 1 99
1
OXl VPT
ARG 90 99 93
RAF 1 1 78
1 1
ONP 93
OXI
ONP 93 1
GLR 1 1

Code

00002622

00002623

00002633

00002643

00002662

00002663

00002723

00002763

00003000

00003001

00003002



Code

Taxon

Vibrio hollisae
00003003 Very good identification
Budvicia aquatica

Leminorella richardii

Shigella dysenteriae (group A)

00003004 Low discrimination
Leminorella richardii

Budvicia aquatica

Leminorella grimontii

00003005 Very good identification
Budvicia aquatica

Leminorella richardii

Leminorella grimontii

00003007 Good identification
Budvicia aquatica

Vibrio hollisae
00003010 Low discrimination
Budvicia aquatica

Leminorella richardii

Leminorella grimontii

00003011 Very good identification

Budvicia aquatica
Leminorella richardii
00003015 Good identification
Budvicia aquatica

00003020 Very good identification
Budvicia aquatica

Leminorella richardii

Leminorella grimontii

00003021 Excellent identification
Budvicia aquatica

Leminorella richardii

Shigella boydii (group C)

00003022 Good identification
Budvicia aquatica

Shigella flexneri (group B)

Shigella boydii (group C)

00003023 Very good identification
Budvicia aquatica

Shigella boydii (group C)

Escherichia coli

ID
score

11.97

99.85
0.08
0.06

51.44
42.53
4.46

99.90
0.09
0.01

99.81
0.19

48.41
47.71
3.20

99.93
0.08

100.0

99.22
0.66
0.04

100.0
0.00
0.00

96.47
1.44
1.26

99.98
0.01
0.01

index
0.34

0.64
0.00
0.06

0.52
0.63
0.40

0.81
0.19
0.07

0.48
0.00

0.45
0.34
0.19

0.64
0.00

0.48

0.81
0.34
0.19

1.00
0.00
0.05

0.48
0.22
0.16

0.67
0.00
0.19

tests . .
. Differentiation tests
against
99
GLR 1
LAC 1
BXY 12
BXY 10
OXI
GLR 1 1
BXY 10 99
MAL 1
ONP 93
MAL 1
MAL 1
ONP 93
ONP 93
GLR 1
IND
GLR 1 1
25
92

Code

00003003

00003004

00003005

00003007

00003010

00003011

00003015

00003020

00003021

00003022

00003023



Code
Taxon

00003024 Very good identification
Budvicia aquatica

Leminorella richardii

Leminorella grimontii

00003025 Very good identification
Budvicia aquatica

00003027 Good identification
Budvicia aquatica

00003030 Good identification
Budvicia aquatica

Leminorella richardii

Citrobacter gillenii

00003031 Very good identification

Budvicia aquatica
Citrobacter gillenii
00003035 Good identification
Budvicia aquatica

Citrobacter gillenii

00003040 Low discrimination
Pragia fontium

Budvicia aquatica

Leminorella richardii

00003041 Very good identification
Budvicia aquatica

Pragia fontium

Leminorella richardii

00003045 Good identification
Budvicia aquatica

Pragia fontium
00003060 Good identification
Budvicia aquatica

Pragia fontium

Leminorella richardii

00003061 Very good identification
Budvicia aquatica

00003065 Good identification
Budvicia aquatica

00003100 Low discrimination

Leminorella grimontii

ID
score

99.09
0.81
0.07

100.0

100.0

99.12
0.66
0.22

99.97
0.03

99.90
0.10

47.11
25.07
24.70

99.78
0.14
0.08

99.86
0.14

98.11
1.24
0.65

100.0

100.0

61.14

index

0.65
0.19
0.07

0.84

0.51

0.48
0.00
0.18

0.67
0.23

0.51
0.15

0.43
0.45
0.34

0.64
0.10
0.00

0.48
-.06

0.48
0.10
0.00

0.67

0.51

0.55

tests . .
. Differentiation tests
against
ONP 93
BXY 10
BXY 10
GLR 1
MAL 1
ONP 93
MAL 1
MAL 1
BXY 10
PYR
LAC 1 99
SCI 88 1
1
PYR
ESL 1 1
99
1
PYR
ESL 1 1
BXY 10 99
PYR
ESL 1 1
ONP 93 99
1
ESL 1
ESL 1
PYR
LAC 1 1

Code

00003024

00003025

00003027

00003030

00003031

00003035

00003040

00003041

00003045

00003060

00003061

00003065

00003100



Code

Taxon

Pragia fontium

Budvicia aquatica

00003101 Very good identification

Budvicia aquatica
Leminorella grimontii
Pragia fontium
00003104 Low discrimination
Leminorella grimontii

Pragia fontium

Leminorella richardii

00003105 Good identification

Budvicia aquatica
Leminorella grimontii
Pragia fontium
00003120 Acceptable identification
Budvicia aquatica

Leminorella grimontii

Pragia fontium
00003121 Very good identification
Budvicia aquatica

00003125 Good identification

Budvicia aquatica
00003140 Very good identification
Pragia fontium

Leminorella grimontii

Budvicia aquatica

00003144 Good identification

Pragia fontium
Leminorella grimontii
00003200 Low discrimination
Budvicia aquatica

Leminorella richardii

Shigella dysenteriae (group A)
00003201 Very good identification
Budvicia aquatica

Shigella dysenteriae (group A)

Leminorella richardii

00003205 Good identification

Budvicia aquatica
Aeromonas schubertii
Shigella dysenteriae (group A)

ID
score
25.66
6.23

98.88
0.74
0.31

70.71
18.69
5.49

98.53
1.17
0.31

90.88
6.00
2.52

100.0

100.0

99.08
0.71
0.07

98.87
1.13

39.89
39.31
12.92

98.88
1.03
0.07

99.75
0.16
0.10

index

0.49
0.45

0.64
0.22
0.16

0.43
0.33
0.19

0.48
0.10
0.00

0.48
0.22
0.16

0.67

0.51

0.58
0.22
0.12

0.42
0.10

0.45
0.34
0.34

0.64
0.27
0.00

0.48
0.07
-.06

tests

against

SCI 1

LAC 1

SCI 1
BXY 10

SCl 1
ONP 93

SCl 1

SCl 1

LAC 1

LAC 1
BXY 10

TRE 1
ONP 93

TRE 1

TRE 1
BXY 10

Differentiation tests

99

1

PYR

99

PYR

99

PYR

99

PYR

99

PYR

PYR
99

(©)4]

99

Code

00003101

00003104

00003105

00003120

00003121

00003125

00003140

00003144

00003200

00003201

00003205



Code
Taxon

00003220 Low discrimination
Budvicia aquatica

Shigella boydii (group C)

Shigella flexneri (group B)

00003221 Very good identification

Budvicia aquatica
Citrobacter youngae
Yersinia pestis
00003225 Good identification
Budvicia aquatica

Yersinia pestis

Citrobacter gillenii

00003230 Acceptable identification
Citrobacter gillenii

Budvicia aquatica

Shigella boydii (group C)

00003231 Low discrimination
Citrobacter gillenii

Budvicia aquatica

Citrobacter werkmanii

00003234 Good identification
Citrobacter gillenii

Budvicia aquatica

00003235 Acceptable identification
Citrobacter gillenii

Budvicia aquatica

00003263 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Escherichia coli

Budvicia aquatica

00003330 Good identification
Citrobacter gillenii

Citrobacter werkmanii

00003331 Identification to the genus
Citrobacter werkmanii

Citrobacter gillenii

Citrobacter youngae

00003334 Good identification
Citrobacter gillenii

00003335 Acceptable identification

ID
score

78.57
11.81
4.84

99.45
0.14
0.12

99.46
0.37
0.10

94.93
4.41
0.66

68.11
20.70
11.04

98.48
1.52

90.80
9.20

76.38
15.06
4.63

96.32
3.68

64.77
34.75
0.23

100.0

index

0.48
0.34
0.32

0.67
0.32
0.27

0.51
0.20
0.15

0.51
0.15
0.00

0.57
0.34
0.21

0.44
-.01

0.49
0.18

0.40
0.30
0.00

0.51
0.06

0.39
0.57
0.18

0.44

tests . .
. Differentiation tests
against
TRE 1
ONP 93
PYR
TRE 1 1
99
99
PYR
TRE 1 1
BXY 10 99
25
SOR 99
PYR
SOR 99 25
1
99
SOR 99
SOR 99
OXl IND VPT
ARG 90 99 96 93
H2S 1 1 92
1 1
SOR 99
URE 92
ARG 90
SOR 90
SOR 99

Code

00003220

00003221

00003225

00003230

00003231

00003234

00003235

00003263

00003330

00003331

00003334

00003335



Code

Taxon

Citrobacter gillenii
Citrobacter werkmanii
00003363 Acceptable identification
Aeromonas hydrophila subsp. hydrophila
Vibrio metschnikovii

00003400 Low discrimination
Budvicia aquatica

Leminorella richardii

Leminorella grimontii

00003401 Very good identification
Budvicia aquatica

Leminorella richardii

00003405 Good identification
Budvicia aquatica

00003420 Good identification
Budvicia aquatica

Shigella flexneri (group B)

Leminorella richardii

00003421 Very good identification

Budvicia aquatica
00003425 Good identification
Budvicia aquatica

00003623 Low discrimination
Escherichia coli

Budvicia aquatica

00004000 Low discrimination
Providencia rustigianii

Providencia heimbachae

Vibrio hollisae
00004001 Low discrimination
Shigella dysenteriae (group A)
Providencia rustigianii

Budvicia aquatica

00004002 Good identification
Vibrio hollisae

Shigella dysenteriae (group A)
Providencia rustigianii

00004003 Low discrimination
Shigella dysenteriae (group A)

Vibrio hollisae

ID
score
94.65
5.35

94.29
5.71

48.37
47.67
3.20

99.93
0.08

100.0

97.38
1.97
0.65

100.0

100.0

87.52
12.48

44.42
26.03
22.11

41.91
15.59
13.62

90.66
5.68
1.84

70.84
26.63

index

0.49
0.06

0.39
0.29

0.45
0.34
0.19

0.64
0.00

0.48

0.48
0.24
0.00

0.67

0.51

0.36
0.00

0.67
0.64
0.67

0.45
0.34
0.40

0.67
0.46
0.34

0.40
0.34

tests . .
. Differentiation tests
against
SOR 99
OXI
ARG 90 99
H2S 1 1
RAF 1
ONP 93
RAF 1
RAF 1
RAF 1
ONP 93
RAF 1
RAF 1
IND
SOR 88 92
H2S 1 1
OXI IND
INO 1 1 98
1 1
99 79
IND
INO 1 45
TRE 90 98
1
OXI
INO 1 99
1
1
OXI
INO 1 1
TRE 90 99

Code

00003363

00003400

00003401

00003405

00003420

00003421

00003425

00003623

00004000

00004001

00004002

00004003



Code

Taxon

Shigella boydii (group C)
00004004 Low discrimination
Vibrio hollisae

Providencia rustigianii

Providencia stuartii

00004006 Very good identification
Vibrio hollisae

Providencia rustigianii

Shigella dysenteriae (group A)

00004020 Low discrimination
Shigella flexneri (group B)

Shigella boydii (group C)

Yersinia aldovae
00004021 Low discrimination
Budvicia aquatica

Shigella boydii (group C)

Shigella flexneri (group B)

00004022 Low discrimination
Shigella flexneri (group B)

Shigella boydii (group C)

Vibrio hollisae
00004024 Low discrimination
Yersinia aldovae

Vibrio hollisae

Providencia rustigianii

00004100 Identification to the genus
Providencia stuartii

Providencia rustigianii

Providencia alcalifaciens

00004101 Good identification
Providencia stuartii

Providencia rustigianii

Pantoea dispersa

00004102 Low discrimination
Providencia stuartii

Vibrio hollisae

Providencia rustigianii

00004104 Low discrimination
Providencia stuartii

Providencia rustigianii

Vibrio hollisae

00004105 Good identification

ID
score

0.63

79.46
17.74
1.07

99.69
0.23
0.06

39.80
34.80
10.23

53.75
31.60
3.29

49.48
43.27
6.31

37.09
36.24
8.09

77.52
17.10
3.18

96.34
1.93
0.72

51.51
32.05
11.36

77.14
17.02
4.36

index
0.08

0.67
0.51
0.37

0.67
0.18
0.13

0.60
0.54
0.51

0.43
0.38
0.27

0.55
0.49
0.34

0.41
0.34
0.18

0.72
0.54
0.39

0.56
0.21
0.34

0.39
0.34
0.21

0.56
0.38
0.34

tests
against

INO 1

INO 1

INO 1

LAC 87
INO 1

INO 1

INO 1

TRE 98

TRE 98
ONP 10

TRE 98
GLR 1

TRE 98
BXY 10

Differentiation tests

OXI
99

OXI
99

PYR

99

(4]

99

OXI' PYR IND

1 9 1
99 50 79
1 1 98
VPT IND

1 98

1 98

9 1

OXI

1

99

1

(4]

1

1

99

Code

00004004

00004006

00004020

00004021

00004022

00004024

00004100

00004101

00004102

00004104

00004105



Code
Taxon

Providencia stuartii
Providencia rustigianii
Pantoea dispersa
00004110

Providencia stuartii
Providencia rustigianii
Providencia alcalifaciens
00004120 Acceptable identification
Providencia stuartii

Providencia rustigianii

Shigella flexneri (group B)

00004121 Low discrimination
Pantoea dispersa

Providencia stuartii

Budvicia aquatica

00004124 Good identification
Providencia stuartii

Providencia rustigianii

Pantoea dispersa

00004125 Acceptable identification
Pantoea dispersa

Providencia stuartii

00004131 Good identification
Pantoea dispersa

Providencia stuartii

00004135 Good identification
Pantoea dispersa

00004140 Low discrimination
Pragia fontium

Providencia stuartii

Providencia rustigianii

00004200 Low discrimination
Providencia stuartii

Shigella dysenteriae (group A)

Yersinia aldovae
00004201 Low discrimination
Providencia stuartii

Shigella dysenteriae (group A)
Aeromonas schubertii

00004202 Low discrimination

Identification to the genus

ID
score

96.05
1.93
1.14

77.72
17.14
3.19

94.55
1.90
0.86

86.66
13.06
0.18

95.94
1.92
1.13

91.33
8.67

98.65
1.35

100.0

74.61
19.91
4.39

81.73
15.79
0.57

56.38
42.02
0.70

index

0.40
0.05
0.21

0.39
0.21
0.05

0.56
0.21
0.27

0.67
0.40
0.10

0.40
0.05
0.21

0.54
0.24

0.51
0.07

0.38

0.43
0.39
0.21

0.81
0.67
0.51

0.65
0.61
0.40

tests
against

TRE 98
ONP 10
BXY 10

TRE 98
MAL 1

TRE 98
MAN 10

TRE 99

TRE 98
MAN 10
BXY 10

TRE 99

TRE 99
MAL 10

TRE 99

H2S 89
INO 1

SCI 93

SCI 93
ONP 10

Differentiation tests

VPT
1

1

99

VPT
99

VPT

99

VPT

99

VPT
99

PYR
99

PYR

99

(©)4]

99

IND
98
98
1

IND

98

IND

98

98

IND

98

IND

98

IND

98
98

IND
98
45

IND
98
45

Code

00004110

00004120

00004121

00004124

00004125

00004131

00004135

00004140

00004200

00004201

00004202



Code

Taxon

Shigella dysenteriae (group A)

Providencia stuartii

Shigella boydii (group C)

00004203 Acceptable identification

Shigella dysenteriae (group A)
Aeromonas schubertii
Providencia stuartii
00004204 Good identification
Providencia stuartii

Shigella dysenteriae (group A)

Yersinia aldovae
00004205 Low discrimination
Providencia stuartii

Aeromonas schubertii

Shigella dysenteriae (group A)
00004207 Low discrimination
Aeromonas schubertii

Shigella dysenteriae (group A)
Providencia stuartii

00004210 Low discrimination
Providencia stuartii

Shigella dysenteriae (group A)

Hafnia alvei biovar 1

00004220 Low discrimination
Shigella boydii (group C)

Providencia stuartii

Shigella flexneri (group B)

00004221 Low discrimination
Pantoea dispersa

Shigella boydii (group C)

Yersinia pestis
00004222 Identification to the genus
Shigella boydii (group C)

Shigella flexneri (group B)

Providencia stuartii

00004223 Low discrimination
Shigella boydii (group C)

Shigella sonnei

Shigella dysenteriae (group A)
00004224 Low discrimination
Providencia stuartii

Yersinia aldovae

ID
score
85.92
9.12
1.85

93.53
3.15
2.57

94.42
1.66
1.48

83.36
9.26
5.65

69.72
20.94
6.34

80.66
15.58
1.39

38.76
32.02
15.88

32.89
22.13
22.01

68.61
28.11
1.16

56.23
31.73
3.15

46.60
26.33

index

0.62
0.48
0.37

0.56
0.40
0.32

0.65
0.34
0.41

0.50
0.40
0.27

0.40
0.22
0.16

0.48
0.34
0.29

0.67
0.65
0.65

0.67
0.51
0.61

0.62
0.60
0.32

0.46
0.39
0.22

0.50
0.51

tests . .
. Differentiation tests
against
INO 1
OXI IND
INO 1 1 45
99 1
1 98
PYR IND
SCI 93 1 98
BXY 10 1 45
99 1
OXI IND
SCI 93 1 98
ONP 10 99 1
BXY 10 1 45
OXI IND
LYS 93 99 1
INO 1 1 45
1 98
IND
SCI 93 98
MAL 1 45
1
INO 1
VPT PYR
SCI 99 99 70
1
99
INO 1
INO 1
ONP 10
PYR IND
SCI 93 1 98
MAN 10 99 1

Code

00004203

00004204

00004205

00004207

00004210

00004220

00004221

00004222

00004223

00004224



Code

Taxon
Yersinia pestis
00004225 Low discrimination
Yersinia pestis

Pantoea dispersa

Providencia stuartii

00004227 Acceptable identification

Shigella sonnei

Vibrio metschnikovii
Shigella boydii (group C)
00004231 Low discrimination
Pantoea dispersa

Shigella boydii (group C)

Yersinia pestis
00004235 Low discrimination
Pantoea dispersa

Yersinia pestis

Providencia stuartii

00004240 Low discrimination
Providencia stuartii

Shigella dysenteriae (group A)

Yersinia pestis
00004260 Low discrimination
Yersinia pestis

Shigella boydii (group C)

Providencia stuartii

00004261 Low discrimination
Yersinia pestis

Yersinia pseudotuberculosis

Aeromonas hydrophila subsp. hydrophila
00004263 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Vibrio metschnikovii

Yersinia pestis
00004264 Low discrimination
Yersinia pestis

Yersinia pseudotuberculosis

Vibrio metschnikovii

00004265 Low discrimination
Yersinia pestis

Yersinia pseudotuberculosis

Vibrio metschnikovii

00004266 Low discrimination

ID
score

18.70

44.92
35.53
12.44

90.01
5.37
161

81.45
4.98
4.96

87.20
10.02
2.78

78.77
15.22
3.58

77.35
7.07
5.84

80.05
9.72
4.61

53.68
27.62
9.42

75.86
17.77
3.17

60.05
32.82
5.34

index
0.53

0.53
0.54
0.34

0.39
0.51
0.13

0.51
0.18
0.27

0.38
0.20
0.00

0.48
0.34
0.36

0.61
0.34
0.32

0.61
0.36
0.51

0.51
0.56
0.27

0.53
0.33
0.50

0.53
0.39
0.56

tests . .
. Differentiation tests
against
BXY 10 99 1
VPT IND PYR
INO 1 1 1 99
99 1 70
1 98 1
ORN 98
INO 1
VPT PYR
SCI 99 99 70
MAL 10 1 1
1 99
VPT IND PYR
SCI 99 99 1 70
MAL 10 1 1 99
1 98 1
PYR IND
SCI 93 1 98
ESL 1 1 45
99 1
PYR IND
INO 1 99 1
25
98
OXI IND
INO 1 1 1
1 1
99 96
OXI IND
ARG 90 99 96
INO 3 1 25
1 1
INO 1
INO 1

Code

00004225

00004227

00004231

00004235

00004240

00004260

00004261

00004263

00004264

00004265

00004266



Code
Taxon

Vibrio metschnikovii

Yersinia pestis

Yersinia pseudotuberculosis
00004267 Low discrimination

Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
Yersinia pestis

00004300 Excellent identification

Providencia stuartii

Shigella dysenteriae (group A)

Pantoea dispersa

00004301 Very good identification

Providencia stuartii

Pantoea dispersa

Aeromonas schubertii

00004302 Very good identification

Providencia stuartii

Shigella dysenteriae (group A)
Aeromonas schubertii

00004303 Low discrimination

Providencia stuartii

Aeromonas schubertii

Shigella dysenteriae (group A)

00004304 Very good identification

Providencia stuartii

Aeromonas schubertii

Pantoea dispersa

00004305 Very good identification

Providencia stuartii

Pantoea dispersa

Aeromonas schubertii

00004306 Good identification

Providencia stuartii

Aeromonas schubertii

Vibrio hollisae

00004307 Low discrimination

Providencia stuartii

Aeromonas schubertii

Pantoea dispersa

00004310 Very good identification

Providencia stuartii

ID
score

77.04
18.61
4.36

67.25
14.52
7.64

99.97
0.02
0.00

98.37
1.48
0.09

99.18
0.71
0.08

88.13
8.11
2.44

99.98
0.01
0.00

96.87
231
0.81

99.14
0.69
0.11

54.00
44.71
1.29

99.97

index

0.50
0.20
0.00

0.56
0.35
0.20

1.00
0.34
0.34

0.84
0.67
0.40

0.67
0.28
0.21

0.51
0.40
0.22

0.84
0.21
0.21

0.68
0.54
0.40

0.51
0.21
0.00

0.35
0.40
0.21

0.67

tests
against

SUC 99

SUC 99

ONP 10

GLR 1

ONP 10
GLR 1

BXY 10

ONP 10
BXY 10

GLR 1
BXY 10

ONP 10
GLR 1
BXY 10

MAL 1

Differentiation tests

OXI

99

VPT

99

OXI

99

()]

99

()]

99

OoXi

99

(©)4]

99

(©)4]

99
99

(4]

99

VPT

IND
25
96

IND
98
45

IND
98

IND
98
45

IND

98

45

IND
98

IND
98

IND
98

79

IND
98

IND
98

VPT

99
43

VPT

43
99

VPT

99
43

VPT

43
99

Code

00004267

00004300

00004301

00004302

00004303

00004304

00004305

00004306

00004307

00004310



Code

Taxon

Pantoea dispersa

Shigella dysenteriae (group A)
00004311 Low discrimination

Providencia stuartii

Pantoea dispersa

Aeromonas schubertii

00004314 Good identification

Providencia stuartii
00004315 Low discrimination

Providencia stuartii

Pantoea dispersa

Aeromonas schubertii

00004320 Very good identification

Providencia stuartii

Pantoea dispersa

Shigella boydii (group C)

00004321 Good identification

Pantoea dispersa

Providencia stuartii

Vibrio metschnikovii

00004322 Acceptable identification

Providencia stuartii

Shigella boydii (group C)

Shigella flexneri (group B)

00004323 Good identification

Pantoea dispersa

Providencia stuartii

Vibrio metschnikovii

00004324 Very good identification

Providencia stuartii

Pantoea dispersa

Vibrio metschnikovii

00004325 Very good identification

Pantoea dispersa

Providencia stuartii

Vibrio metschnikovii

00004326 Acceptable identification

Providencia stuartii

Vibrio metschnikovii

Pantoea dispersa

00004327 Low discrimination

ID
score
0.02
0.02

85.69
14.18
0.08

100.0

78.67
20.67
0.66

98.35
1.48
0.09

93.02
6.94
0.01

91.91
4.12
1.69

91.06
6.79
1.06

97.51
2.33
0.07

95.41
4.48
0.06

90.41
6.62
2.16

index

0.18
0.00

0.51
0.51
0.07

0.51

0.35
0.38
0.07

0.84
0.67
0.34

1.00
0.68
0.52

0.51
0.28
0.27

0.67
0.35
0.52

0.68
0.54
0.46

0.88
0.52
0.52

0.35
0.46
0.21

tests

against

MAL 1
ONP 10

MAL 1

MAL 1
ONP 10
BXY 10

MAN 10

MAN 10
GLR 1

GLR 1

MAN 10
BXY 10

MAN 10
GLR 1
BXY 10

Differentiation tests

9 1
1 45

OXlI IND VPT

1 98 1
1 1 99
99 1 43

OXlI IND VPT

1 98 1
1 1 99
9 1 43
VPT IND

1 98

9 1

1 25

VPT IND

9 1

1 98

78 25

VPT IND

9 1

1 98

78 25

VPT IND

1 98

9 1

78 25

VPT IND

9 1

1 98

78 25

VPT IND

1 98

78 25

9 1

VPT IND

Code

00004311

00004314

00004315

00004320

00004321

00004322

00004323

00004324

00004325

00004326

00004327



Code

Taxon

Pantoea dispersa
Vibrio metschnikovii
Providencia stuartii
00004330 Low discrimination
Providencia stuartii

Pantoea dispersa

Shigella boydii (group C)

00004331 Very good identification
Pantoea dispersa

Providencia stuartii

Citrobacter werkmanii

00004333 Good identification
Pantoea dispersa

Providencia stuartii

00004334 Low discrimination
Providencia stuartii

Pantoea dispersa

00004335 Very good identification

Pantoea dispersa
Providencia stuartii
00004337 Good identification
Pantoea dispersa

00004340 Very good identification
Providencia stuartii

Pragia fontium

Shigella dysenteriae (group A)

00004341 Good identification
Providencia stuartii

Pantoea dispersa

Aeromonas schubertii

00004344 Good identification
Providencia stuartii

Pragia fontium
00004345 Good identification
Providencia stuartii

Pantoea dispersa

Aeromonas schubertii

00004360 Good identification
Providencia stuartii

Pantoea dispersa

Vibrio metschnikovii

ID
score
87.01
5.72
4.09

85.74
14.19
0.08

99.30
0.67
0.01

99.33
0.67

79.19
20.81

99.58
0.43

100.0

99.91
0.08
0.02

98.31
1.48
0.09

99.92
0.08

96.35
2.30
0.81

95.90
1.44
1.39

index

0.54
0.52
0.19

0.51
0.51
0.00

0.84
0.35
0.00

0.51
0.02

0.35
0.38

0.72
0.19

0.38

0.67
0.09
0.00

0.51
0.34
0.07

0.51
-.07

0.35
0.21
0.07

0.51
0.34
0.50

tests
against

GLR 1

MAL 1
MAN 10

MAL 10

MAL 10

GLR 1

MAL 1
MAN 10

MAL 10

MAL 10

ESL 1

ESL 1
ONP 10

ESL 1
BXY 10

ESL 1
ONP 10
BXY 10

MAN 10
ESL 1

Differentiation tests

9 1
78 25
1 98
VPT IND
1 98
9 1

1 25

VPT IND PYR

9 1 70
98 1
1 99

VPT IND

9 1

1 98

VPT IND

1 98

9 1

VPT IND

9 1

1 98

PYR IND

1 98

9 1

1 45

OXI IND VPT

1 98 1
1 1 99
9 1 43
PYR IND

1 98

9 1

OXl IND VPT

1 98 1
1 1 99
9 1 43
VPT IND

1 98

9 1

78 25

Code

00004330

00004331

00004333

00004334

00004335

00004337

00004340

00004341

00004344

00004345

00004360



Code
Taxon

00004361 Low discrimination
Pantoea dispersa

Providencia stuartii

Aeromonas hydrophila subsp. hydrophila
00004362 Low discrimination
Vibrio metschnikovii

Providencia stuartii

00004363 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Vibrio metschnikovii

Pantoea dispersa

00004364 Low discrimination
Providencia stuartii

Vibrio metschnikovii

Yersinia pestis
00004365 Low discrimination
Pantoea dispersa

Vibrio metschnikovii

Providencia stuartii

00004366 Acceptable identification

Vibrio metschnikovii
Providencia stuartii
00004367 Low discrimination
Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
Pantoea dispersa

00004371 Low discrimination
Pantoea dispersa

Buttiauxella warmboldiae

Pantoea agglomerans

00004375 Low discrimination
Pantoea dispersa

Buttiauxella warmboldiae

00004420 Very good identification
Shigella flexneri (group B)

Shigella boydii (group C)

Providencia stuartii

00004422 Good identification
Shigella flexneri (group B)

Shigella boydii (group C)

Vibrio hollisae

ID
score

87.21
6.51
2.98

58.87
41.13

52.04
31.43
15.39

83.94
10.92
2.54

82.70
9.67
3.89

92.80
7.20

78.72
14.48
6.80

64.94
34.05
0.57

65.60
34.40

97.04
1.29
0.92

98.51
131
0.19

index

0.67
0.35
0.50

0.50
0.18

0.50
0.56
0.34

0.35
0.50
0.20

0.54
0.56
0.19

0.50
0.02

0.56
0.34
0.21

0.51
0.28
0.00

0.38
0.16

0.57
0.21
0.19

0.52
0.16
0.00

tests
against

ESL 1

SUC 99

ARG 90
INO 3

MAN 10
ESL 1
BXY 10

ESL 1

SUC 99

SUC 99

MAL 10
ESL 1

MAL 10

ESL 1

INO 1

INO 1

Differentiation tests

OXI

99

OXI
99

PYR

50
99

VPT

99
78

(©)4]

99

VPT
99

64

VPT
99

(©)4]

99

IND

98
96

IND
96
25

IND
98
25

IND

25
98

IND
25
96

VPT
99

93

Code

00004361

00004362

00004363

00004364

00004365

00004366

00004367

00004371

00004375

00004420

00004422



Code
Taxon

00004500 Good identification
Providencia stuartii

Providencia rustigianii

Providencia alcalifaciens

00004501 Good identification
Providencia stuartii

00004504 Good identification
Providencia stuartii

Providencia rustigianii

Vibrio hollisae
00004520 Acceptable identification
Providencia stuartii

Shigella flexneri (group B)

00004600 Good identification
Providencia stuartii

Shigella dysenteriae (group A)

Shigella flexneri (group B)

00004601 Acceptable identification
Providencia stuartii

Shigella dysenteriae (group A)

Shigella flexneri (group B)

00004604 Good identification
Providencia stuartii

Tatumella ptyseos

Shigella flexneri (group B)

00004620 Low discrimination
Shigella flexneri (group B)

Providencia stuartii

Shigella boydii (group C)

00004622 Very good identification
Shigella flexneri (group B)

Shigella boydii (group C)

Providencia stuartii

00004700 Very good identification
Providencia stuartii

Shigella flexneri (group B)

Shigella dysenteriae (group A)

00004701 Very good identification
Providencia stuartii

Pantoea dispersa

Aeromonas schubertii

ID
score

96.25
2.85
0.53

100.0

96.42
2.85
0.73

92.54
7.46

94.30
2.45
2.42

90.58
9.06
0.21

98.56
0.57
0.23

78.25
17.81
2.89

95.83
3.54
0.45

100.0
0.00
0.00

99.78
0.20
0.01

index

0.53
0.21
0.05

0.37

0.37
0.05
0.00

0.37
0.24

0.63
0.34
0.41

0.47
0.27
0.08

0.47
0.06
0.08

0.62
0.47
0.34

0.57
0.28
0.14

0.81
0.08
0.00

0.65
0.34
0.07

tests . .
. Differentiation tests
against
TRE 98
RAF 7
TRE 98
OXI
TRE 98 1
RAF 7 1
BXY 10 99
TRE 98
RAF 7
SCI 93
RAF 7
SCI 93
RAF 7
ONP 10
IND
SCI 93 98
RAF 7 1
BXY 10 50
INO 1
INO 1
RAF 7
OXl IND VPT
RAF 7 1 98 1
ONP 10 1 1 99

9 1 43

Code

00004500

00004501

00004504

00004520

00004600

00004601

00004604

00004620

00004622

00004700

00004701



Code
Taxon

00004702 Good identification
Providencia stuartii

Shigella dysenteriae (group A)

Shigella flexneri (group B)

00004704 Very good identification
Providencia stuartii

00004705 Good identification
Providencia stuartii

Pantoea dispersa

Aeromonas schubertii

00004710 Good identification

Providencia stuartii
00004720 Very good identification
Providencia stuartii

Shigella flexneri (group B)

Pantoea dispersa

00004721 Low discrimination
Pantoea dispersa

Providencia stuartii

00004724 Good identification

Providencia stuartii
Pantoea dispersa
00004725 Low discrimination
Pantoea dispersa

Providencia stuartii

00004731 Good identification
Pantoea dispersa

Providencia stuartii

00004735 Good identification
Pantoea dispersa

Providencia stuartii

00004740 Good identification
Providencia stuartii

00005000 Good identification
Leminorella richardii

Leminorella grimontii

Pragia fontium
00005001 Low discrimination

Budvicia aquatica

ID
score

99.81
0.10
0.10

100.0

99.57
0.32
0.11

100.0

99.46
0.33
0.20

64.27
35.73

99.68
0.32

74.07
25.93

95.19
4.81

96.92
3.09

100.0

91.91
6.16
0.53

64.49

index

0.48
-.05
0.03

0.65

0.50
0.21
0.07

0.48

0.65
0.29
0.34

0.67
0.50

0.50
0.21

0.54
0.34

0.51
0.16

0.38
0.00

0.48

0.67
0.52
0.35

0.50

tests

. Differentiation tests
against

RAF 7
GLR 1

RAF 7

OXl IND VPT
RAF 7 1 98 1
ONP 10 1 1 99
BXY 10 9 1 43

RAF 7
VPT IND
RAF 7 1 98
MAN 10 1 50
9 1
VPT IND
RAF 1 9 1
1 98
VPT IND
RAF 7 1 98
MAN 10 9 1
VPT IND
RAF 1 9 1
1 98
VPT IND
RAF 1 9 1
MAL 10 1 98
VPT IND
RAF 1 9 1
MAL 10 1 98
RAF 7
PYR
INO 1 1
1
99
LAC 87

Code

00004702

00004704

00004705

00004710

00004720

00004721

00004724

00004725

00004731

00004735

00004740

00005000

00005001



Code
Taxon
Leminorella richardii
Leminorella grimontii
00005004

Leminorella richardii
Leminorella grimontii
Vibrio hollisae
00005021 Good identification
Budvicia aquatica

Leminorella richardii

Shigella boydii (group C)

00005025 Good identification
Budvicia aquatica

00005040 Low discrimination
Pragia fontium

Leminorella richardii

Leminorella grimontii

00005100 Low discrimination
Leminorella grimontii

Pragia fontium

Leminorella richardii

00005104 Low discrimination
Leminorella grimontii

Pragia fontium

Leminorella richardii

00005140 Very good identification
Pragia fontium

Leminorella grimontii

Leminorella richardii

00005144 Good identification
Pragia fontium

Leminorella grimontii

00005200 Low discrimination
Providencia stuartii

Leminorella richardii

Shigella dysenteriae (group A)
00005300 Very good identification
Providencia stuartii

Leminorella grimontii

Pragia fontium
00005301 Good identification

Providencia stuartii

Identification to the genus

ID

score
32.02
2.15

89.35
7.75
1.90

99.52
0.33
0.15

100.0

63.30
33.19
2.22

63.29
26.57
6.36

72.51
19.16
5.63

99.15
0.71
0.07

98.87
1.13

52.90
31.10
10.22

99.25
0.44
0.19

98.37

index

0.34
0.19

0.52
0.40
0.34

0.53
0.00
0.05

0.37

0.43
0.34
0.19

0.55
0.49
0.34

0.43
0.33
0.19

0.58
0.22
0.00

0.42
0.10

0.48
0.34
0.34

0.67
0.22
0.16

0.51

tests
against

INO 1

INO 1
BXY 12

LAC 87
INO 1

LAC 87

INO 1

SCI 88

INO 1

INO 1

INO 1

INO 1
BXY 10

H2S 1

SCI 93

H2S 1

H2S 1

Differentiation tests

OXI

99

PYR
99

PYR

99

PYR

99

PYR
99

PYR
99

IND
98

45

PYR IND
1 98
1 1
99

OXl IND VPT
1 98 1

Code

00005004

00005021

00005025

00005040

00005100

00005104

00005140

00005144

00005200

00005300

00005301



Code

Taxon

Pantoea dispersa
Aeromonas schubertii
00005304 Good identification
Providencia stuartii

Leminorella grimontii

Pragia fontium
00005305 Good identification
Providencia stuartii

Pantoea dispersa

Aeromonas schubertii

00005320 Good identification
Providencia stuartii

Pantoea dispersa

Shigella boydii (group C)

00005321 Good identification
Pantoea dispersa

Providencia stuartii

Citrobacter youngae

00005324 Good identification
Providencia stuartii

Pantoea dispersa

00005325 Good identification
Pantoea dispersa

Providencia stuartii

00005331 Low discrimination
Pantoea dispersa

Citrobacter werkmanii

Citrobacter gillenii

00005335 Good identification
Pantoea dispersa

00005700 Good identification
Providencia stuartii

00006001 Good identification
Budvicia aquatica

Shigella dysenteriae (group A)
Providencia stuartii

00006005 Good identification
Budvicia aquatica

Vibrio hollisae

00006020 Low discrimination

ID
score
1.48
0.09

99.12
0.70
0.19

96.88
231
0.81

98.37
1.48
0.09

92.63
6.91
0.32

97.67
2.33

95.51
4.49

85.95
12.78
0.69

100.0

100.0

98.96
0.46
0.23

99.23
0.77

index

0.34
0.07

0.51
0.10
0.00

0.35
0.21
0.07

0.51
0.34
0.00

0.67
0.35
0.26

0.35
0.21

0.54
0.19

0.51
0.17
0.18

0.38

0.48

0.54
0.12
0.09

0.38
0.00

tests
against

ONP 10

H2S 1
BXY 10

H2S 1
ONP 10
BXY 10

H2S 1
MAN 10

H2S 1

H2S 1
MAN 10

H2S 1

H2S 1
MAL 10

H2S 1

H2S 1

INO 1

INO 1
BXY 10

Differentiation tests

1 1 99
9 1 43
PYR IND

1 98

1 1

99

OXlI IND VPT

1 98 1
1 1 99
9 1 43
VPT IND

1 98

9 1

1 25

VPT PYR IND

9 70 1
1 98
99 15

VPT IND

1 98

9 1

VPT IND

9 1

1 98

VPT

99

1

1

IND

1

45

98

(©)4]

1

99

Code

00005304

00005305

00005320

00005321

00005324

00005325

00005331

00005335

00005700

00006001

00006005

00006020



Code

Taxon

Budvicia aquatica

Shigella flexneri (group B)

Shigella boydii (group C)

00006021 Very good identification

Budvicia aquatica
Shigella boydii (group C)
00006025 Good identification
Budvicia aquatica

00006100 Identification to the genus

Providencia stuartii
Providencia rustigianii
Providencia alcalifaciens
00006200 Acceptable identification
Providencia stuartii

Shigella dysenteriae (group A)

Yersinia aldovae
00006201 Low discrimination
Providencia stuartii

Shigella dysenteriae (group A)

Budvicia aquatica

00006204 Good identification
Providencia stuartii

Shigella dysenteriae (group A)

Yersinia aldovae
00006220 Low discrimination
Providencia stuartii

Shigella boydii (group C)

Shigella flexneri (group B)

00006221 Low discrimination
Vibrio metschnikovii

Budvicia aquatica

Providencia stuartii

00006223 Low discrimination
Vibrio metschnikovii

Escherichia coli
Shigella sonnei
00006225 Low discrimination
Vibrio metschnikovii

Yersinia pestis

Pantoea dispersa

00006226 Acceptable identification

ID
score
76.28
9.26
8.09

99.91
0.09

100.0

87.37
9.54
1.77

90.02
8.61
0.31

67.73
24.99
6.04

97.65
0.85
0.76

47.00
28.16
11.54

23.30
19.83
16.48

49.23
22.04
11.71

68.92
9.68
7.66

index

0.38
0.27
0.21

0.57
0.05

0.41

0.44
0.21
0.05

0.53
0.34
0.18

0.37
0.27
0.21

0.37
0.00
0.08

0.37
0.34
0.32

0.54
0.24
0.21

0.54
0.40
0.11

0.54
0.20
0.21

tests . .
. Differentiation tests
against
INO 1
ONP 93
INO 1
INO 1
LAC 2
TRE 98
PYR IND
LAC 2 1 98
SCI 93 1 45
99 1
IND
LAC 2 98
SCI 93 45
ONP 10 1
PYR IND
LAC 2 1 98
SCI 93 1 45
BXY 10 99 1
LAC 2
SCI 93
MAN 10
IND
SUC 99 25
1
98
IND
SUC 99 25
92
1
VPT
SUC 99 78
1
99

Code

00006021

00006025

00006100

00006200

00006201

00006204

00006220

00006221

00006223

00006225

00006226



Code

Taxon

Vibrio metschnikovii
Shigella sonne|
00006227 Low discrimination
Vibrio metschnikovii

Shigella sonne

Aeromonas jandae

00006260 Low discrimination
Vibrio metschnikovii

Yersinia pestis

Providencia stuartii

00006261 Low discrimination
Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
Yersinia pestis
00006262 Good identification
Vibrio metschnikovii

Escherichia coli
00006263 Low discrimination
Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
Escherichia coli
00006264 Low discrimination
Vibrio metschnikovii

Yersinia pestis

Yersinia pseudotuberculosis
00006265 Low discrimination
Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
Yersinia pestis
00006266 Good identification
Vibrio metschnikovii

00006267 Good identification
Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
00006300 Very good identification
Providencia stuartii

Shigella dysenteriae (group A)

00006301 Good identification
Providencia stuartii

Pantoea dispersa

Aeromonas schubertii

ID
score
94.68
5.32

79.11
18.82
2.08

61.49
30.96
4.73

44.04
43.06
10.43

95.73
4.27

49.00
47.92
3.09

82.84
13.90
3.26

81.25
8.83
6.42

100.0

90.20
9.80

99.99
0.01

99.19
0.74
0.05

index

0.49
-.05

0.54
0.11
0.06

0.53
0.27
0.04

0.58
0.48
0.27

0.53
0.22

0.58
0.48
0.30

0.53
0.20
0.00

0.58
0.32
0.20

0.53

0.58
0.32

0.72
0.00

0.56
0.34
0.07

tests
against

SUC 99

SUC 99

SUC 99

SUC 99

SUC 99

SUC 99

SUC 99

SUC 99

SUC 99

SUC 99

LAC 2

LAC 2
ONP 10

Differentiation tests

OXI

99

PYR

50
99

OXIl

99

(4]

99

OoXi

99

(4]

99

(©)4]

99

IND
25

99

IND
25

98

IND
25
96

VPT
78
93

IND
25
96

IND VPT
98 1

43

Code

00006227

00006260

00006261

00006262

00006263

00006264

00006265

00006266

00006267

00006300

00006301



Code
Taxon

00006302 Good identification
Providencia stuartii

Shigella dysenteriae (group A)
00006304 Good identification
Providencia stuartii

00006305 Good identification
Providencia stuartii

Pantoea dispersa

Aeromonas schubertii

00006310 Good identification
Providencia stuartii

00006320 Good identification
Providencia stuartii

Pantoea dispersa

Vibrio metschnikovii

00006321 Low discrimination
Pantoea dispersa

Providencia stuartii

Vibrio metschnikovii

00006323 Low discrimination
Vibrio metschnikovii

Pantoea dispersa

Aeromonas jandaei

00006324 Acceptable identification
Providencia stuartii

Vibrio metschnikovii

Pantoea dispersa

00006325 Low discrimination
Pantoea dispersa

Providencia stuartii

Vibrio metschnikovii

00006326 Low discrimination
Vibrio metschnikovii

Providencia stuartii

00006327 Low discrimination
Vibrio metschnikovii

Pantoea dispersa

Aeromonas jandaei

00006331 Good identification

Pantoea dispersa

ID
score

99.65
0.35

100.0

98.43
1.16
0.41

100.0

98.46
0.73
0.57

84.31
12.71
1.41

52.87
31.97
5.34

93.99
4.90
111

82.75
7.86
7.83

83.77
16.23

82.80
8.84
8.37

97.87

index

0.39
-.05

0.56

0.40
0.21
0.07

0.39

0.56
0.34
0.49

0.67
0.40
0.54

0.54
0.34
0.16

0.40
0.49
0.21

0.54
0.24
0.54

0.49
0.07

0.54
0.21
0.16

0.51

tests . .

. Differentiation tests
against
LAC 2
GLR 1
LAC 2

OXlI IND VPT

LAC 2 1 98 1
ONP 10 1 1 99

BXY 10 9 1 43

LAC 2
VPT IND
LAC 2 1 98
MAN 10 9 1
78 25
VPT IND
LAC 1 9 1
1 98
78 25
OXI IND
SUC 99 1 25
1 1
99 99
VPT IND
LAC 2 1 98
MAN 10 78 25
BXY 10 9 1
VPT IND
LAC 1 9 1
1 98
78 25
SuUC 99
OXI IND
SuUC 99 1 25
1 1
99 99
VPT IND
LAC 1 9 1

Code

00006302

00006304

00006305

00006310

00006320

00006321

00006323

00006324

00006325

00006326

00006327

00006331



Code

Taxon
Providencia stuartii
Citrobacter gillenii
00006335 Good identification
Pantoea dispersa

00006340 Good identification
Providencia stuartii

00006360 Low discrimination
Vibrio metschnikovii

Providencia stuartii

Ewingella americana

00006361 Low discrimination
Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
Ewingella americana

00006362 Good identification
Vibrio metschnikovii

00006363 Low discrimination
Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
00006364 Acceptable identification
Vibrio metschnikovii

Providencia stuartii

00006365 Low discrimination
Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
Pantoea dispersa

00006366 Good identification
Vibrio metschnikovii

00006367 Good identification
Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
00006623 Good identification
Escherichia coli
00006700 Good identification
Providencia stuartii

00006701 Good identification
Providencia stuartii

00006704 Good identification

ID
score

1.34
0.79

100.0

100.0

46.14
45.25
8.61

36.73
30.61
18.28

100.0

54.55
45.45

90.17
9.83

82.79
7.67
4.97

100.0

91.53
8.47

100.0

100.0

100.0

index

0.07
0.18

0.38

0.39

0.53
0.23
0.11

0.58
0.47
0.24

0.53

0.58
0.47

0.53
0.07

0.58
0.32
0.21

0.53

0.58
0.32

0.36

0.53

0.37

tests

against

MAL 10

LAC 1

LAC 2

SUC 99

SUC 99

SUC 99

SUC 99

SUC 99

SUC 99

SUC 99

SUC 99

SOR 88

LAC 2

LAC 2

1

PYR
50

99

OXIl

99

()]

99

OoXi

99

(©)4]

99

Differentiation tests

98
1

IND
25
98

IND
25
96

IND
25
96

Code

00006335

00006340

00006360

00006361

00006362

00006363

00006364

00006365

00006366

00006367

00006623

00006700

00006701

00006704



Code

Taxon
Providencia stuartii
00006720 Good identification
Providencia stuartii

00007000 Low discrimination
Budvicia aquatica

Leminorella richardii

Leminorella grimontii

00007001 Very good identification

Budvicia aquatica
Leminorella richardii
00007005 Good identification
Budvicia aquatica

00007020 Good identification
Budvicia aquatica

Leminorella richardii

00007021 Very good identification
Budvicia aquatica

00007025 Good identification
Budvicia aquatica

00007300 Good identification
Providencia stuartii

00010000 Good identification
Edwardsiella ictaluri

Hafnia alvei biovar 1

Providencia rustigianii

00010001 Low discrimination
Hafnia alvei biovar 1

Edwardsiella ictaluri

Aeromonas schubertii

00010002 Low discrimination
Edwardsiella ictaluri

Vibrio hollisae

Shigella dysenteriae (group A)
00010003 Low discrimination
Aeromonas schubertii

Shigella dysenteriae (group A)

Hafnia alvei biovar 1

00010004 Low discrimination

Edwardsiella ictaluri

ID
score

100.0

100.0

48.33
47.63
3.19

99.93
0.08

100.0

99.34
0.66

100.0

100.0

100.0

93.73
3.62
1.37

58.61
35.74
2.79

54.44
39.28
2.46

59.04
14.68
12.55

51.57

index
0.37

0.37

0.45
0.34
0.19

0.64
0.00

0.48

0.48
0.00

0.67

0.51

0.39

0.96
0.91
0.67

0.85
0.62
0.58

0.62
0.67
0.46

0.58
0.40
0.52

0.62

tests . .
. Differentiation tests
against
LAC 2
LAC 2
INO 1
ONP 93
INO 1
INO 1
INO 1
ONP 93
INO 1
INO 1
H2S 1
IND
1
1
98
OXI
1
1
99
OXI
GLR 1 1
99
1
OXI
TRE 99 99
OXI IND
BXY 1 1 1

Code

00006720

00007000

00007001

00007005

00007020

00007021

00007025

00007300

00010000

00010001

00010002

00010003

00010004



Code

Taxon

Vibrio hollisae

Providencia rustigianii

00010005 Low discrimination

Aeromonas schubertii

Hafnia alvei biovar 1

Edwardsiella ictaluri

00010006 Very good identification

Vibrio hollisae

Edwardsiella ictaluri

Aeromonas schubertii

00010007 Good identification

Aeromonas schubertii

Vibrio hollisae

Shigella dysenteriae (group A)
00010010 Low discrimination

Hafnia alvei biovar 1

Edwardsiella ictaluri

Providencia rustigianii

00010011 Very good identification

Hafnia alvei biovar 1

Edwardsiella ictaluri

Aeromonas schubertii

00010012 Low discrimination

Hafnia alvei biovar 1

Edwardsiella ictaluri

Vibrio hollisae

00010013 Acceptable identification

Hafnia alvei biovar 1

Aeromonas schubertii

Shigella dysenteriae (group A)
00010014 Low discrimination

Hafnia alvei biovar 1

Edwardsiella ictaluri

Vibrio hollisae

00010015 Acceptable identification

Hafnia alvei biovar 1

Aeromonas schubertii

Edwardsiella ictaluri

00010020 Low discrimination

Hafnia alvei biovar 1
Edwardsiella ictaluri
Shigella flexneri (group B)

ID
score
37.21
8.31

67.55
14.35
8.75

97.48
1.37
0.79

90.95
8.50
0.23

75.28
24.05
0.35

99.14
0.75
0.06

63.60
20.32
14.66

92.12
5.35
1.33

62.32
19.91
14.36

93.37
5.43
0.70

77.95
16.67
1.94

index

0.67
0.51

0.58
0.52
0.29

0.67
0.29
0.40

0.58
0.34
0.06

0.90
0.62
0.34

0.83
0.29
0.25

0.56
0.29
0.34

0.50
0.25
0.06

0.56
0.29
0.34

0.50
0.25
-.04

0.92
0.62
0.60

tests

against

TRE 99

LYS 1

TRE 99

GLR 1

GLR 1

BXY 1

BXY 1

Differentiation tests

99 79
1 98

OXI

OXI
99

99

OXIl

99

IND

98

()]

99

(©)4]

99

OoXi

99

(©)4]

99

(©)4]

99

Code

00010005

00010006

00010007

00010010

00010011

00010012

00010013

00010014

00010015

00010020



Code
Taxon

00010021 Very good identification
Hafnia alvei biovar 1

Budvicia aquatica

Yersinia ruckeri
00010022 Low discrimination
Shigella flexneri (group B)

Shigella boydii (group C)

Hafnia alvei biovar 1

00010023 Low discrimination
Hafnia alvei biovar 1

Shigella boydii (group C)
Escherichia coli
00010024 Low discrimination
Hafnia alvei biovar 1

Edwardsiella ictaluri

Yersinia aldovae
00010025 Low discrimination
Hafnia alvei biovar 1

Budvicia aquatica

Aeromonas schubertii

00010030 Excellent identification
Hafnia alvei biovar 1

Edwardsiella ictaluri

Hafnia alvei
00010031 Very good identification
Hafnia alvei biovar 1

Hafnia alvei
Yersinia ruckeri
00010032 Very good identification
Hafnia alvei biovar 1

Shigella flexneri (group B)

Shigella boydii (group C)

00010033 Good identification
Hafnia alvei biovar 1

Shigella boydii (group C)
Escherichia coli
00010034 Very good identification
Hafnia alvei biovar 1

Edwardsiella ictaluri

Yersinia aldovae

00010035 Good identification

ID
score

96.84
0.93
0.79

31.73
27.75
26.22

57.59
15.80
13.49

56.43
12.07
8.91

77.61
8.17
3.02

99.58
0.26
0.06

99.85
0.12
0.01

96.29
1.44
1.26

99.38
0.34
0.29

99.23
0.26
0.19

T

index

0.86
0.43
0.46

0.55
0.49
0.59

0.53
0.33
0.54

0.59
0.29
0.41

0.53
0.27
0.25

0.91
0.29
0.39

0.85
0.37
0.12

0.58
0.22
0.16

0.52
0.00
0.21

0.58
-.04
0.08

tests

. Differentiation tests
against

LYS 1

IND
GLR 1 1

25

92

PYR
BXY 1 1

99

(4]
BXY 1 1

99

GLR 1

IND
GLR 1 1

25

92

PYR
BXY 1 1

99

Code

00010021

00010022

00010023

00010024

00010025

00010030

00010031

00010032

00010033

00010034

00010035



Code

Taxon

Hafnia alvei biovar 1
00010040 Good identification
Edwardsiella ictaluri

Hafnia alvei biovar 1

Providencia rustigianii

00010041 Low discrimination
Hafnia alvei biovar 1

Edwardsiella ictaluri

Aeromonas schubertii

00010050 Low discrimination
Hafnia alvei biovar 1

Edwardsiella ictaluri

Providencia rustigianii

00010051 Good identification

Hafnia alvei biovar 1
Edwardsiella ictaluri
00010060 Low discrimination
Hafnia alvei biovar 1

Edwardsiella ictaluri

Shigella flexneri (group B)

00010061 Low discrimination

Hafnia alvei biovar 1

Aeromonas hydrophila subsp. hydrophila
Yersinia pestis
00010063 Low discrimination

Aeromonas hydrophila subsp. hydrophila
Escherichia coli

Hafnia alvei biovar 1

00010070 Very good identification
Hafnia alvei biovar 1

Hafnia alvei

Edwardsiella ictaluri

00010071 Good identification
Hafnia alvei biovar 1

Hafnia alvei
00010100 Low discrimination
Edwardsiella ictaluri

Providencia rustigianii

Providencia alcalifaciens

00010101 Low discrimination

Aeromonas schubertii

ID
score

100.0

93.22
3.60
1.37

58.52
35.69
2.78

75.20
24.02
0.35

99.25
0.75

76.17
16.29
1.89

82.55
10.35
2.62

62.07
28.97
5.00

99.08
0.66
0.26

98.75
1.25

72.58
18.57
3.45

71.83

index
0.52

0.62
0.58
0.34

0.52
0.29
0.25

0.56
0.29
0.00

0.50
-.04

0.59
0.29
0.27

0.53
0.48
0.27

0.48
0.44
0.20

0.58
0.23
-.04

0.52
0.21

0.62
0.54
0.39

0.58

tests
against

BXY 1

ESL 1

ESL1

ESL1

ESL 1

ESL 1

ESL 1

ARG 90

TRE 99

ESL 1

ESL 1

SCl 1

TRE 99

Differentiation tests

IND

98

OXI

99

IND

98

OXI' PYR IND

1 1 1
99 50 96
1 9 1

OXI IND VPT
99 96 93

IND

98
99

(4]

Code

00010040

00010041

00010050

00010051

00010060

00010061

00010063

00010070

00010071

00010100

00010101



Code

Taxon

Hafnia alvei biovar 1
Edwardsiella ictaluri
00010103 Very good identification
Aeromonas schubertii

Shigella dysenteriae (group A)

Hafnia alvei biovar 1

00010104 Low discrimination
Providencia rustigianii

Edwardsiella ictaluri

Vibrio hollisae
00010105 Very good identification
Aeromonas schubertii

Providencia rustigianii

Hafnia alvei biovar 1

00010107 Very good identification

Aeromonas schubertii
Vibrio hollisae
00010110 Low discrimination
Hafnia alvei biovar 1

Edwardsiella ictaluri

Providencia rustigianii

00010111 Acceptable identification
Hafnia alvei biovar 1

Aeromonas schubertii

Edwardsiella ictaluri

00010120 Low discrimination
Hafnia alvei biovar 1

Edwardsiella ictaluri

Salmonella enterica subsp. enterica
00010121 Low discrimination
Hafnia alvei biovar 1

Hafnia alvei

Aeromonas jandaei

00010122 Low discrimination
Vibrio parahaemolyticus

Shigella flexneri (group B)

Shigella boydii (group C)

00010124 Low discrimination
Vibrio parahaemolyticus

Salmonella enterica subsp. enterica
Hafnia alvei biovar 1

00010126 Acceptable identification

ID
score
15.26
9.31

99.31
0.25
0.21

52.01
18.48
13.34

99.20
0.37
0.21

99.91
0.09

70.12
22.40
5.73

93.84
5.45
0.71

62.45
13.35
9.78

75.36
7.01
5.57

48.93
14.03
12.27

51.51
21.01
12.20

index

0.52
0.29

0.58
0.06
0.18

0.38
0.29
0.34

0.58
0.05
0.18

0.58
0.00

0.56
0.29
0.21

0.50
0.25
-.04

0.59
0.29
0.42

0.53
0.37
0.32

0.36
0.22
0.16

0.36
0.26
0.26

tests
against

TRE 99

LYS 1

BXY 10

TRE 99

TRE 99

SCl 1

SCl 1

SCl 1

SCl 1

ORN 96

TRE 98

ORN 96
TRE 98

Differentiation tests

OXI

99

OXI IND

1 98

1 1

99 79

OXI IND

9 1
98
1

IND

1

1

98

()]

1

99

1

IND OXI

1 1

1 1

99 99

(©)4]

99

1

1

OXI IND

99 96

1

1

Code

00010103

00010104

00010105

00010107

00010110

00010111

00010120

00010121

00010122

00010124

00010126



Code
Taxon

Vibrio parahaemolyticus

Vibrio hollisae

Aeromonas schubertii

00010130 Good identification

Hafnia alvei biovar 1
Hafnia alvei
Edwardsiella ictaluri

00010131 Identification to the genus

Hafnia alvei biovar 1

Hafnia alvei

Pantoea dispersa

00010140 Low discrimination

Pragia fontium

Edwardsiella ictaluri

Providencia rustigianii

00010161 Low discrimination

Aeromonas hydrophila subsp. hydrophila
Aeromonas veronii

Hafnia alvei

00010163 Acceptable identification

Aeromonas hydrophila subsp. hydrophila
Vibrio cholerae
00010200 Low discrimination

Hafnia alvei biovar 1

Obesumbacterium proteus
Edwardsiella ictaluri

00010201 Low discrimination

Aeromonas schubertii

Hafnia alvei biovar 1

Shigella dysenteriae (group A)
00010202 Low discrimination

Aeromonas schubertii

Shigella dysenteriae (group A)

Hafnia alvei biovar 1

00010203 Very good identification

Aeromonas schubertii

Shigella dysenteriae (group A)

Hafnia alvei biovar 1

00010204 Low discrimination

Aeromonas schubertii
Hafnia alvei biovar 1

ID
score

93.81
3.43
2.76

93.98
5.59
0.25

89.45
10.16
0.38

76.17
17.53
4.48

72.48
9.21
6.73

93.55
6.45

60.75
16.53
6.81

64.55
32.00
2.96

50.30
35.25
7.81

97.19
2.20
0.49

77.34
12.01

index

0.36
0.00
0.07

0.58
0.39
-.04

0.52
0.37
0.15

0.43
0.29
0.21

0.47
0.14
0.21

0.47
0.15

0.97
0.67
0.62

0.92
0.91
0.61

0.73
0.62
0.64

0.92
0.56
0.58

0.73
0.64

tests
against

ORN 96
TRE 98

SCI 1

SCI 1

LYS 1
H2S 89

ARG 90
TRE 99

ARG 90
TRE 99

ONP 93

ONP 93

Differentiation tests

IND
96
79
1

PYR IND
9 1

OXl IND
99 96
99 99

OoXi
99

OXI
99

(4]
99

(4]
99

Code

00010130

00010131

00010140

00010161

00010163

00010200

00010201

00010202

00010203

00010204



Code

Taxon

Obesumbacterium proteus
00010205 Excellent identification
Aeromonas schubertii

Hafnia alvei biovar 1

Shigella dysenteriae (group A)

00010206 Very good identification

Aeromonas schubertii
Vibrio parahaemolyticus
Vibrio hollisae
00010207 Excellent identification
Aeromonas schubertii

Shigella dysenteriae (group A)

Vibrio parahaemolyticus

00010210 Excellent identification
Hafnia alvei biovar 1

Obesumbacterium proteus

Edwardsiella ictaluri

00010211 Very good identification

Hafnia alvei biovar 1
Aeromonas schubertii
Shigella dysenteriae (group A)
00010212 Low discrimination
Hafnia alvei biovar 1

Aeromonas schubertii

Shigella dysenteriae (group A)
00010213 Low discrimination
Aeromonas schubertii

Hafnia alvei biovar 1

Shigella dysenteriae (group A)
00010214 Good identification
Hafnia alvei biovar 1

Aeromonas schubertii
Obesumbacterium proteus

00010215 Low discrimination
Aeromonas schubertii

Hafnia alvei biovar 1

Shigella dysenteriae (group A)
00010216 Low discrimination
Aeromonas schubertii

Hafnia alvei biovar 1

Vibrio parahaemolyticus

00010217 Very good identification

ID
score

3.27

99.40
0.50
0.05

96.26
1.59
121

99.93
0.02
0.02

99.17
0.33
0.14

97.39
2.43
0.11

87.11
6.93
4.85

69.99
28.39
1.58

91.75
7.30
0.31

71.12
28.85
0.03

85.97
10.92
1.42

T
index

0.34

0.92
0.58
0.27

0.73
0.47
0.34

0.92
0.22
0.32

0.96
0.34
0.29

0.90
0.58
0.27

0.62
0.40
0.28

0.58
0.56
0.22

0.62
0.40
0.00

0.58
0.56
-.06

0.40
0.29
0.14

tests

against

ONP 93

GLR 1

MAL 1

BXY 1

MAL 1

MAL 1
ONP 93

Differentiation tests

OXI
99

IND

96
79

OXl IND
99 1

99 96

(4]

99

()]

99

OoXi
99

OoXi

99

OXI
99

OXI IND
9 1

1 1
99 96

Code

00010205

00010206

00010207

00010210

00010211

00010212

00010213

00010214

00010215

00010216

00010217



Code
Taxon

Aeromonas schubertii
Hafnia alvei biovar 1
00010220 Low discrimination
Hafnia alvei biovar 1

Shigella boydii (group C)

Yersinia ruckeri
00010221 Low discrimination
Hafnia alvei biovar 1

Yersinia ruckeri
Hafnia alvei
00010222 Low discrimination
Shigella boydii (group C)

Vibrio parahaemolyticus

Shigella flexneri (group B)

00010223 Low discrimination
Escherichia coli

Aeromonas schubertii

Vibrio mimicus
00010224 Low discrimination
Vibrio parahaemolyticus

Hafnia alvei biovar 1

Yersinia aldovae
00010225 Low discrimination
Aeromonas schubertii

Vibrio mimicus

Hafnia alvei biovar 1

00010226 Good identification
Vibrio parahaemolyticus

Aeromonas schubertii

Shigella boydii (group C)

00010227 Low discrimination
Aeromonas schubertii

Vibrio mimicus

Aeromonas jandaei

00010230 Very good identification
Hafnia alvei biovar 1

Hafnia alvei

Edwardsiella hoshinae

00010231 Very good identification
Hafnia alvei biovar 1

Hafnia alvei

ID
score

99.59
0.41

85.65
4.52
2.43

84.19
5.56
3.35

35.66
28.99
14.61

20.91
18.10
14.94

55.32
26.48
7.17

26.23
21.65
15.90

92.64
2.36
1.15

32.34
26.69
15.35

96.77
2.47
0.59

95.18
4.64

T
index

0.58
0.23

0.99
0.67
0.67

0.92
0.67
0.70

0.62
0.70
0.60

0.76
0.58
0.51

0.70
0.65
0.51

0.58
0.51
0.59

0.70
0.40
0.28

0.58
0.51
0.55

0.97
0.72
0.46

0.91
0.70

tests

against

MAL 1

LYS 1

SOR 88

ORN 96

MAN 1

ORN 96

MAN 1

Differentiation tests

OXI
99
1

OXI

99

(4]

99
99

OXI
99

IND

99

OoXi

99

99

IND

99
99

IND
92
1
99

PYR IND
50 96
1 1
99

OXI

99
99

IND
96

25

Code

00010220

00010221

00010222

00010223

00010224

00010225

00010226

00010227

00010230

00010231



Code

Taxon
Yersinia ruckeri
00010232 Low discrimination
Hafnia alvei biovar 1

Edwardsiella hoshinae

Shigella boydii (group C)

00010233 Low discrimination
Hafnia alvei biovar 1

Hafnia alvei
Escherichia coli
00010234 Good identification
Hafnia alvei biovar 1

Vibrio parahaemolyticus

Hafnia alvei
00010235 Good identification
Hafnia alvei biovar 1

Hafnia alvei

Aeromonas schubertii

00010236 Low discrimination
Vibrio parahaemolyticus

Hafnia alvei biovar 1

Edwardsiella hoshinae

00010240 Low discrimination
Hafnia alvei biovar 1

Obesumbacterium proteus
Edwardsiella ictaluri

00010241 Low discrimination
Aeromonas schubertii

Hafnia alvei biovar 1

Shigella dysenteriae (group A)
00010242 Low discrimination
Aeromonas schubertii

Shigella dysenteriae (group A)

Vibrio parahaemolyticus

00010243 Good identification
Aeromonas schubertii

Aeromonas hydrophila subsp. hydrophila
Shigella dysenteriae (group A)
00010244 Low discrimination
Aeromonas schubertii

Vibrio parahaemolyticus

Hafnia alvei biovar 1

00010245 Very good identification

ID
score

0.08

76.77
15.51
2.44

87.01
4.24
2.05

93.95
2.42
2.40

90.02
4.38
1.83

66.84
26.17
5.29

59.47
16.18
6.66

61.95
30.71
2.84

45.11
31.61
8.20

92.67
3.02
2.10

63.67
11.57
9.88

index
0.34

0.64
0.38
0.28

0.58
0.37
0.42

0.64
0.37
0.39

0.58
0.37
0.25

0.37
0.31
0.04

0.64
0.34
0.29

0.58
0.58
0.27

0.40
0.28
0.31

0.58
0.48
0.22

0.40
0.31
0.31

tests . .
. Differentiation tests
against
GLR 1
IND
GLR 1 1
1
92
OXl IND
BXY 1 1 1
99 96
1 1
OXI
BXY 1 1
1
99
OXI IND
ORN 96 99 96
MAL 1 1 1
1 50
ESL 1
OXI
ESL 1 99
1
1
OXI IND
ESL 1 99 1
ONP 93 1 45
99 96
OXl IND VPT
ESL 1 99 1 43
99 96 93
1 45 1
OXI IND
ESL 1 99 1
ONP 93 99 96
1 1

Code

00010232

00010233

00010234

00010235

00010236

00010240

00010241

00010242

00010243

00010244

00010245



Code
Taxon

Aeromonas schubertii
Yersinia pestis
Hafnia alvei biovar 1
00010246 Low discrimination
Aeromonas schubertii

Vibrio parahaemolyticus

Vibrio hollisae
00010247 Very good identification
Aeromonas schubertii

Aeromonas hydrophila subsp. hydrophila
Vibrio parahaemolyticus

00010250 Very good identification

Hafnia alvei biovar 1
Hafnia alvei
Obesumbacterium proteus
00010251 Good identification
Hafnia alvei biovar 1

Aeromonas schubertii

Hafnia alvei
00010260 Low discrimination
Hafnia alvei biovar 1

Yersinia pestis

Vibrio parahaemolyticus

00010261 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Yersinia pestis

Hafnia alvei biovar 1

00010262 Low discrimination
Vibrio parahaemolyticus

Escherichia coli

Shigella boydii (group C)

00010263 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Escherichia coli

Vibrio parahaemolyticus

00010264 Low discrimination
Vibrio parahaemolyticus

Yersinia pestis

Yersinia pseudotuberculosis
00010265 Low discrimination

Aeromonas hydrophila subsp. hydrophila

ID
score

97.78
0.82
0.49

83.24
15.13
1.04

99.27
0.36
0.17

98.89
0.34
0.33

96.84
2.41
0.64

44.78
25.82
10.40

61.68
15.60
11.59

59.28
17.39
6.63

88.24
7.90
1.11

46.36
38.38
8.99

39.63

index

0.58
0.28
0.25

0.40
0.31
0.00

0.58
0.32
0.16

0.62
0.23
0.00

0.56
0.25
0.21

0.65
0.61
0.54

0.81
0.61
0.59

0.54
0.58
0.28

0.81
0.66
0.39

0.54
0.53
0.33

0.65

tests
against

ESL 1

ESL1

ONP 93

ESL 1

ESL 1

ESL 1

ESL 1

ARG 90

ORN 96

ESL 10

ARG 90

ORN 96

ESL 10

ARG 90

Differentiation tests

OXI
99

IND

96
79

IND

96
96

()]

99

()]

99

OoXi
99

OXI
99

OXI
99

99

(4]
99

OXI
99

PYR
50
99

1

VPT
43
93

PYR

99
50

PYR
50
99

VPT
93

IND
96

IND
96

IND

96

IND
96

Code

00010246

00010247

00010250

00010251

00010260

00010261

00010262

00010263

00010264

00010265



Code

Taxon

Yersinia pestis

Yersinia pseudotuberculosis

00010266 Acceptable identification

Vibrio parahaemolyticus

Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
00010267 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Vibrio parahaemolyticus

Vibrio metschnikovii

00010270

Hafnia alvei biovar 1
Hafnia alvei
Yersinia pestis
00010271 Low discrimination
Hafnia alvei biovar 1

Hafnia alvei

Aeromonas hydrophila subsp. hydrophila
00010273 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Hafnia alvei biovar 1

Escherichia coli
00010300 Low discrimination
Aeromonas schubertii

Hafnia alvei biovar 1

Providencia stuartii

00010301 Excellent identification
Aeromonas schubertii

Hafnia alvei biovar 1

Shigella dysenteriae (group A)

00010302 Very good identification
Aeromonas schubertii

Vibrio parahaemolyticus

Shigella dysenteriae (group A)

00010303 Excellent identification
Aeromonas schubertii

Shigella dysenteriae (group A)

Aeromonas jandaei

00010304 Very good identification
Aeromonas schubertii

Vibrio parahaemolyticus

Providencia stuartii

Identification to the genus

ID

score
30.06
16.43

92.52
5.02
1.02

73.96
8.38
7.82

77.08
21.63
0.55

60.02
32.15
3.94

75.44
11.60
6.76

76.06
11.81
3.96

99.34
0.50
0.05

98.29
0.70
0.70

99.94
0.02
0.02

98.42
0.70
0.57

index

0.53
0.39

0.54
0.53
0.32

0.65
0.39
0.59

0.64
0.56
0.27

0.58
0.55
0.48

0.48
0.25
0.32

0.73
0.64
0.46

0.92
0.58
0.27

0.73
0.41
0.28

0.92
0.22
0.32

0.73
0.41
0.30

tests
against

BXY 10

ORN 96
ESL 10

ARG 90

BXY 10

ESL 1

ESL 1

ARG 90

MAL 1

ONP 93

ONP 93

ONP 93

Differentiation tests

OXI
99

99

OXI
99
99

PYR

99

(4]

99

OXI
99

[N

OXI
99

OoXi
99

OXI
99
99

(©)4]

99

99

(4]
99
99

VPT

78
93

VPT
93

78

IND

96

IND VPT
96 93

92 1

IND

98

IND

96
45

IND

45
99

IND

96
98

Code

00010266

00010267

00010270

00010271

00010273

00010300

00010301

00010302

00010303

00010304



Code
Taxon

00010305 Excellent identification

Aeromonas schubertii

Aeromonas jandaei

Vibrio parahaemolyticus

00010306 Very good identification

Aeromonas schubertii

Vibrio parahaemolyticus

Vibrio hollisae

00010307 Excellent identification

Aeromonas schubertii

Aeromonas jandaei

Vibrio parahaemolyticus

00010310 Low discrimination

Hafnia alvei biovar 1

Aeromonas schubertii

Hafnia alvei

00010311 Low discrimination

Aeromonas schubertii

Hafnia alvei biovar 1

Hafnia alvei

00010312 Low discrimination

Aeromonas schubertii

Hafnia alvei biovar 1

Vibrio parahaemolyticus

00010313 Very good identification

Aeromonas schubertii
Hafnia alvei biovar 1
00010314 Low discrimination

Aeromonas schubertii

Hafnia alvei biovar 1

Vibrio parahaemolyticus

00010315 Very good identification

Aeromonas schubertii
Hafnia alvei biovar 1
00010316 Good identification

Aeromonas schubertii
Vibrio parahaemolyticus
00010317 Very good identification

Aeromonas schubertii
00010320 Low discrimination

ID
score

99.95
0.02
0.01

99.28
0.70
0.01

99.97
0.02
0.01

89.09
7.09
2.78

69.87
28.34
1.69

87.63
11.13
0.62

99.59
0.41

88.18
11.20
0.63

99.59
0.41

99.30
0.70

100.0

T
index

0.92
0.32
0.26

0.73
0.41
0.00

0.92
0.32
0.26

0.62
0.40
0.39

0.58
0.56
0.37

0.40
0.29
0.08

0.58
0.23

0.40
0.29
0.08

0.58
0.23

0.40
0.08

0.58

tests

against

ONP 93

SCl 1

MAL 1

MAL 1
ONP 93

MAL 1

MAL 1
ONP 93

MAL 1

MAL 1

ONP 93

MAL 1

Differentiation tests

IND

99
96

IND

96
79

IND

99
96

()]

99

(4]
99

OXI
99

99

(©)4]

99

OoXi

99

99

(4]
99

IND

96

(©)4]

IND

96

IND

96

IND

Code

00010305

00010306

00010307

00010310

00010311

00010312

00010313

00010314

00010315

00010316

00010317

00010320



Code

Taxon

Hafnia alvei

Hafnia alvei biovar 1

Vibrio parahaemolyticus

00010321 Low discrimination

Hafnia alvei

Aeromonas jandaei

Aeromonas schubertii

00010322 Low discrimination

Vibrio parahaemolyticus

Aeromonas schubertii

Shigella boydii (group C)

00010323 Low discrimination

Aeromonas jandaei

Aeromonas schubertii

Aeromonas hydrophila subsp. hydrophila
00010324 Low discrimination

Vibrio parahaemolyticus

Aeromonas schubertii

Hafnia alvei

00010325 Low discrimination

Aeromonas jandaei

Aeromonas schubertii

Vibrio parahaemolyticus

00010326 Good identification

Vibrio parahaemolyticus

Aeromonas schubertii

Aeromonas jandaei

00010327 Low discrimination

Aeromonas jandaei

Aeromonas schubertii

Vibrio parahaemolyticus

00010330 Identification to the genus

Hafnia alvei

Hafnia alvei biovar 1

Vibrio parahaemolyticus

00010331 Identification to the genus

Hafnia alvei

Hafnia alvei biovar 1

Pantoea dispersa

00010332 Low discrimination

Hafnia alvei

Vibrio parahaemolyticus

ID

score
49.03
23.73
21.25

32.00
25.43
13.39

85.66
5.09
2.48

54.03
28.45
5.19

88.31
5.25
2.06

54.65
28.77
4.50

92.12
5.48
1.40

57.80
30.43
4.76

71.24
28.21
0.31

79.30
16.45
2.99

51.67
22.40

index

0.72
0.65
0.64

0.70
0.65
0.58

0.64
0.40
0.28

0.65
0.58
0.60

0.64
0.40
0.39

0.65
0.58
0.49

0.64
0.40
0.32

0.65
0.58
0.49

0.72
0.64
0.31

0.70
0.58
0.48

0.39
0.31

tests
against

ORN 98

ORN 98

ORN 96

ARG 99

ORN 96

ARG 99

ORN 96

ARG 99

ORN 98

ORN 98

ORN 98
GLR 1

Differentiation tests

99

IND

99

OXI
99
99

IND
99

96

(4]
99
99

IND
99

96

IND
96

99

IND
99

96

(©)4]
1

1
99

(4]
1
99

96

OXl

99
99

IND
96

25

IND
96

IND
1

1
96

IND
1
96

Code

00010321

00010322

00010323

00010324

00010325

00010326

00010327

00010330

00010331

00010332



Code

Taxon

Hafnia alvei biovar 1

00010333 Low discrimination

Hafnia alvei

Aeromonas jandaei

Aeromonas schubertii

00010334 Low discrimination

Hafnia alvei

Vibrio parahaemolyticus

Hafnia alvei biovar 1

00010335 Low discrimination

Hafnia alvei

Aeromonas jandaei

Pantoea dispersa

00010340 Low discrimination

Aeromonas schubertii

Hafnia alvei biovar 1

Vibrio parahaemolyticus

00010341 Very good identification

Aeromonas schubertii

Aeromonas hydrophila subsp. hydrophila
Hafnia alvei biovar 1

00010342 Acceptable identification

Aeromonas schubertii

Vibrio parahaemolyticus

Shigella dysenteriae (group A)

00010343 Very good identification

Aeromonas schubertii

Aeromonas hydrophila subsp. hydrophila
Vibrio cholerae

00010344 Acceptable identification

Aeromonas schubertii

Vibrio parahaemolyticus

Pragia fontium

00010345 Very good identification

Aeromonas schubertii

Aeromonas hydrophila subsp. hydrophila
Vibrio cholerae

00010346 Acceptable identification

Aeromonas schubertii
Vibrio parahaemolyticus
00010347 Very good identification

ID
score

20.46

37.60
29.88
15.73

53.90
23.37
21.35

31.20
24.79
20.58

66.74
10.36
5.20

95.76
2.77
0.48

92.17
7.18
0.65

96.86
2.80
0.19

92.06
7.17
0.77

99.33
0.32
0.20

92.77
7.23

index
0.31

0.37
0.32
0.25

0.39
0.31
0.31

0.37
0.32
0.35

0.40
0.31
0.25

0.58
0.47
0.25

0.40
0.25
-.05

0.58
0.47
0.15

0.40
0.25
-.07

0.58
0.31
0.15

0.40
0.25

tests
against

ORN 98
GLR 1

ORN 98
BXY 1

ORN 98
BXY 1

ESL 1
ONP 93

ESL 1

ESL 1
ONP 93

ESL 1

ESL 1
ONP 93

ESL 1

ESL 1
ONP 93

Differentiation tests

IND

99

OXI

99

IND

99

(4]

99

99

(4]

99
99

()]

99

99

IND

96
98

OoXi

99

99

IND

96
98

IND

96

IND

OXl

99
99

IND

96

OoxXi

99

IND

96

IND

96

IND

96
45

IND

96

Code

00010333

00010334

00010335

00010340

00010341

00010342

00010343

00010344

00010345

00010346

00010347



Code

Taxon

Aeromonas schubertii

Aeromonas hydrophila subsp. hydrophila
Vibrio cholerae
00010360 Low discrimination
Hafnia alvei

Vibrio parahaemolyticus

Aeromonas veronii

00010361 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Aeromonas veronii

Hafnia alvei
00010362 Low discrimination
Vibrio parahaemolyticus

Aeromonas hydrophila subsp. hydrophila
Vibrio metschnikovii

00010363 Good identification
Aeromonas hydrophila subsp. hydrophila
Aeromonas veronii

Vibrio metschnikovii

00010364 Low discrimination
Vibrio parahaemolyticus

Vibrio metschnikovii

Aeromonas veronii

00010365 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Aeromonas veronii

Vibrio metschnikovii

00010366 Identification to the genus
Vibrio parahaemolyticus

Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
00010367 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Vibrio metschnikovii

Vibrio cholerae
00010370 Good identification
Hafnia alvei

Hafnia alvei biovar 1

Vibrio parahaemolyticus

00010371 Low discrimination
Hafnia alvei

Aeromonas hydrophila subsp. hydrophila

ID
score
99.33
0.32
0.20

55.53
24.07
7.68

78.07
9.92
7.25

71.01
14.58
9.36

94.33
1.33
1.30

80.46
10.61
2.85

64.11
8.15
7.95

85.91
11.32
1.96

70.92
8.80
8.44

95.99
3.46
0.42

83.99
9.14

index

0.58
0.31
0.15

0.56
0.48
0.33

0.80
0.48
0.55

0.48
0.47
0.54

0.80
0.32
0.59

0.48
0.54
0.17

0.64
0.32
0.59

0.48
0.54
0.31

0.64
0.59
0.36

0.56
0.31
0.15

0.55
0.47

tests
against

ESL 1

ORN 98
ESL 10

ARG 90

ORN 96
ESL 10

ARG 90

ORN 96
ESL 10

ARG 90
BXY 10

ORN 96
ESL 10

ARG 90
BXY 10

ORN 98
ESL 10

ORN 98
ESL 10

Differentiation tests

96
98

OXI

99
99

OXI

99
99

OXI
99
99

(4]
99
99

()]

99

99

(4]

99
99

OoXi
99

99

OXI
99

99

(4]

99

(4]

99

VPT IND
85 1

95 99

IND
96
99

VPT

93
78

VPT

78
95

VPT

78
93

IND
1

1
96

IND VPT
1 85
96 93

Code

00010360

00010361

00010362

00010363

00010364

00010365

00010366

00010367

00010370

00010371



Code

Taxon

Buttiauxella noackiae
00010373 Acceptable identification
Aeromonas hydrophila subsp. hydrophila
Hafnia alvei
00010400 Good identification
Edwardsiella ictaluri

Hafnia alvei biovar 1

Providencia rustigianii

00010401 Low discrimination
Hafnia alvei biovar 1

Edwardsiella ictaluri

Aeromonas schubertii

00010410 Low discrimination
Hafnia alvei biovar 1

Edwardsiella ictaluri

Providencia rustigianii

00010411 Good identification

Hafnia alvei biovar 1
Edwardsiella ictaluri
00010420 Low discrimination
Shigella flexneri (group B)

Hafnia alvei biovar 1

Edwardsiella ictaluri

00010421 Low discrimination
Hafnia alvei biovar 1

Yersinia ruckeri

Shigella flexneri (group B)

00010422 Acceptable identification

Shigella flexneri (group B)
Escherichia coli

Shigella boydii (group C)
00010423 Low discrimination
Escherichia coli

Shigella flexneri (group B)

Hafnia alvei biovar 1

00010430 Very good identification
Hafnia alvei biovar 1

Shigella flexneri (group B)

Edwardsiella ictaluri

00010431 Good identification

Hafnia alvei biovar 1

ID
score

3.46

91.50
8.50

93.38
3.61
1.37

58.56
35.71
2.78

75.24
24.03
0.35

99.25
0.75

56.25
34.33
7.34

89.52
3.79
3.46

94.88
2.12
1.26

79.81
12.04
6.39

97.65
1.98
0.26

99.77

index
0.18

0.47
0.21

0.62
0.58
0.34

0.52
0.29
0.25

0.56
0.29
0.00

0.50
-.04

0.57
0.59
0.29

0.53
0.24
0.24

0.52
0.42
0.16

0.50
0.19
0.20

0.58
0.24
-.04

0.52

tests . .
. Differentiation tests
against
1 40 1
OXI IND
ARG 90 99 96
MAL 1 1 1
IND
RAF 1 1
1
98
OXI
RAF 1 1
1
99
IND
RAF 1 1
1
98
RAF 1
LYS 1
RAF 1
LYS 1
IND
SOR 88 92
TRE 95 50
1
RAF 1
RAF 1

Code

00010373

00010400

00010401

00010410

00010411

00010420

00010421

00010422

00010423

00010430

00010431



Code
Taxon
Hafnia alvei
00010463 Good identification
Escherichia coli
00010600 Low discrimination
Hafnia alvei biovar 1

Obesumbacterium proteus
Edwardsiella ictaluri

00010601 Low discrimination
Aeromonas schubertii

Hafnia alvei biovar 1

Shigella dysenteriae (group A)
00010602 Low discrimination
Aeromonas schubertii

Shigella dysenteriae (group A)

Shigella flexneri (group B)

00010603 Good identification
Aeromonas schubertii

Escherichia coli

Shigella dysenteriae (group A)
00010604 Low discrimination
Aeromonas schubertii

Hafnia alvei biovar 1

Obesumbacterium proteus

00010605 Very good identification
Aeromonas schubertii

Hafnia alvei biovar 1

Shigella dysenteriae (group A)

00010606 Good identification
Aeromonas schubertii

Vibrio parahaemolyticus

Vibrio hollisae
00010607 Very good identification
Aeromonas schubertii

00010610 Very good identification
Hafnia alvei biovar 1

Obesumbacterium proteus

Edwardsiella ictaluri

00010611 Good identification
Hafnia alvei biovar 1

Aeromonas schubertii

Hafnia alvei

ID
score

0.23

100.0

56.84
15.46
6.37

64.33
31.89
2.95

35.55
2491
24.68

94.26
3.09
2.13

74.93
11.63
3.16

99.46
0.50
0.05

95.86
1.58
1.20

100.0

99.05
0.33
0.14

97.35
2.42
0.12

index
0.09

0.40

0.64
0.34
0.29

0.58
0.58
0.27

0.40
0.28
0.36

0.58
0.50
0.22

0.40
0.31
0.00

0.58
0.25
-.06

0.40
0.14
0.00

0.58

0.62
0.00
-.04

0.56
0.25
0.09

tests . .
. Differentiation tests
against
SOR 88
RAF 1
OXI
RAF 1 99
OXI
RAF 1 99
ONP 93 1
OXI IND
RAF 1 99 1
92
45
OXI
RAF 1 99
ONP 93 1
OXI
RAF 1 99
IND
RAF 1 1
ONP 93 96
79
RAF 1
RAF 1
OXI
RAF 1 1
99
1

Code

00010463

00010600

00010601

00010602

00010603

00010604

00010605

00010606

00010607

00010610

00010611



Code
Taxon

00010620 Low discrimination
Shigella flexneri (group B)

Hafnia alvei biovar 1

Yersinia ruckeri
00010621 Low discrimination
Hafnia alvei biovar 1

Yersinia ruckeri
Escherichia coli
00010622 Low discrimination
Shigella flexneri (group B)

Escherichia coli

Shigella boydii (group C)

00010623 Good identification

Escherichia coli
Aeromonas schubertii
Shigella flexneri (group B)
00010624 Low discrimination
Vibrio parahaemolyticus

Shigella flexneri (group B)

Hafnia alvei biovar 1

00010626 Low discrimination
Vibrio parahaemolyticus

Shigella flexneri (group B)

Escherichia coli
00010630 Good identification
Hafnia alvei biovar 1

Hafnia alvei

Shigella flexneri (group B)

00010631 Identification to the genus
Hafnia alvei biovar 1

Hafnia alvei

Escherichia vulneris

00010633 Low discrimination
Escherichia coli

Hafnia alvei biovar 1

Hafnia alvei
00010661 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Yersinia pseudotuberculosis

Escherichia coli

00010662 Low discrimination

ID
score

52.27
36.67
541

59.95
20.64
6.84

77.21
16.13
2.86

91.16
1.48
1.47

39.32
26.82
18.81

68.59
23.05
4.81

92.79
4.78
1.63

87.08
8.57
3.86

53.32
42.50
4.18

35.22
18.89
18.69

index

0.62
0.65
0.46

0.59
0.46
0.55

0.57
0.63
0.28

0.71
0.25
0.24

0.37
0.29
0.32

0.37
0.24
0.30

0.64
0.44
0.29

0.58
0.42
0.26

0.38
0.25
0.09

0.48
0.24
0.45

tests . .
. Differentiation tests
against
LYS 1
IND
RAF 1 1
1
92
LYS 1
OXl IND
SOR 88 1 92
99 1
1 50
OXI IND
ORN 96 99 96
RAF 1 1 50
1 1
OXI
ORN 96 99
RAF 1 1
1
RAF 1
PYR
RAF 1 1
1
99
IND
SOR 88 92
MAL 1 1
1
OXl IND PYR VPT
ARG 90 99 96 50 93
RAF 1 1 1 99 1
1 92 1 1

(4]

Code

00010620

00010621

00010622

00010623

00010624

00010626

00010630

00010631

00010633

00010661

00010662



Code

Taxon

Escherichia coli

Shigella flexneri (group B)
Vibrio parahaemolyticus
00010663 Low discrimination
Escherichia coli

Aeromonas hydrophila subsp. hydrophila
Vibrio metschnikovii

00010700 Low discrimination
Aeromonas schubertii

Providencia stuartii

Hafnia alvei biovar 1

00010701 Very good identification
Aeromonas schubertii

Hafnia alvei biovar 1

Providencia stuartii

00010702 Good identification

Aeromonas schubertii
Vibrio parahaemolyticus
Shigella flexneri (group B)
00010703 Very good identification
Aeromonas schubertii

00010704 Good identification
Aeromonas schubertii

Providencia stuartii

Vibrio parahaemolyticus

00010705 Very good identification
Aeromonas schubertii

00010706 Good identification

Aeromonas schubertii
Vibrio parahaemolyticus
00010707 Very good identification
Aeromonas schubertii

00010720 Low discrimination
Hafnia alvei

Shigella flexneri (group B)

Hafnia alvei biovar 1

00010721 Low discrimination
Hafnia alvei

Aeromonas jandaei

Aeromonas schubertii

00010730

Identification to the genus

ID
score
79.53
15.38
5.09

82.35
17.25
0.41

60.00
23.25
9.31

99.09
0.50
0.32

97.93
0.69
0.69

100.0

95.23
4.10
0.67

100.0

99.30
0.70

100.0

52.34
17.87
12.54

43.91
17.27
9.09

index

0.53
0.24
0.21

0.61
0.48
0.31

0.40
0.27
0.31

0.58
0.25
0.11

0.40
0.08
0.03

0.58

0.40
0.11
0.08

0.58

0.40
0.08

0.58

0.44
0.29
0.32

0.42
0.32
0.25

tests
against

SOR 88

SOR 88

RAF 1
ONP 93

RAF 1

RAF 1
ONP 93

RAF 1

RAF 1
ONP 93

RAF 1

RAF 1
ONP 93

RAF 1

ORN 98
RAF 2

ORN 98
RAF 2

Differentiation tests

99

OXI

99

OXI
99

OXI
99

(4]
99
99

OXI
99

99

IND

96

IND

99

VPT

93
78

IND

98

IND

98

IND

96
50

IND

98
96

OXI

99
99

Code

00010663

00010700

00010701

00010702

00010703

00010704

00010705

00010706

00010707

00010720

00010721

00010730



Code
Taxon

Hafnia alvei
Hafnia alvei biovar 1
00010731 Identification to the genus

Hafnia alvei

Hafnia alvei biovar 1
Pantoea dispersa
00010761 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Hafnia alvei

Serratia quinivorans

00010763 Acceptable identification
Aeromonas hydrophila subsp. hydrophila
Escherichia coli

Vibrio metschnikovii

00011000 Low discrimination
Edwardsiella tarda

Leminorella richardii

Edwardsiella ictaluri

00011001 Low discrimination
Budvicia aquatica

Edwardsiella tarda

Leminorella richardii

00011002 Low discrimination
Edwardsiella tarda

Leminorella richardii

Edwardsiella ictaluri

00011004 Low discrimination
Leminorella richardii

Leminorella grimontii

Edwardsiella tarda

00011010 Low discrimination
Hafnia alvei biovar 1

Edwardsiella tarda

Leminorella richardii

00011011 Acceptable identification
Hafnia alvei biovar 1

Budvicia aquatica

Edwardsiella tarda

00011020 Low discrimination
Hafnia alvei biovar 1

Edwardsiella tarda

ID
score

83.61
16.39

89.18
9.16
1.67

61.94
11.62
9.81

92.40
5.03
2.57

42.12
38.61
15.35

38.08
20.62
18.91

71.40
15.87
6.31

81.27
7.05
6.57

32.61
28.57
26.19

92.15
3.51
1.90

32.92
19.31

index

0.44
0.31

0.42
0.25
0.15

0.47
0.26
0.17

0.47
0.28
0.31

0.67
0.67
0.62

0.50
0.34
0.34

0.44
0.34
0.29

0.52
0.40
0.34

0.56
0.34
0.34

0.50
0.17
0.00

0.59
0.34

tests
against

ORN 98
RAF 2

ORN 98

RAF 2

ARG 90
RAF 1

ARG 90
RAF 1

ORN 99

LYS 1
LAC 87

ORN 99
GLR 4

LYS 1

BXY 12

H2S 1

H2S 1

H2S 1

Differentiation tests

OXlI PYR IND
99 50 96
1 1 1

1 99

OXl  VPT
99 93

IND
99

IND

99

IND
99

IND

99

IND

99

IND

99

IND
1
99

Code

00010731

00010761

00010763

00011000

00011001

00011002

00011004

00011010

00011011

00011020



Code

Taxon

Leminorella richardii
00011021 Low discrimination
Budvicia aquatica

Hafnia alvei biovar 1

Edwardsiella tarda

00011025 Good identification
Budvicia aquatica

Hafnia alvei biovar 1

00011030 Very good identification

Hafnia alvei biovar 1
Edwardsiella tarda
Leminorella richardii
00011031 Good identification
Hafnia alvei biovar 1

Budvicia aquatica

00011040 Low discrimination
Pragia fontium

Edwardsiella tarda

Leminorella richardii

00011100 Low discrimination
Leminorella grimontii

Pragia fontium

Edwardsiella tarda

00011104 Low discrimination
Leminorella grimontii

Pragia fontium

Leminorella richardii

00011120 Low discrimination
Salmonella enterica subsp. enterica
Leminorella grimontii

Pragia fontium
00011140 Very good identification
Pragia fontium

Leminorella grimontii

Edwardsiella tarda

00011144 Good identification
Pragia fontium

Leminorella grimontii

00011200 Low discrimination
Hafnia alvei biovar 1

Morganella morganii subsp. sibonii

ID
score

17.70

78.21
20.63
0.29

97.66
2.34

97.67
0.71
0.65

95.53
4.47

42.24
24.16
22.15

59.33
24.91
6.50

73.54
19.43
571

60.64
20.94
8.79

99.08
0.71
0.08

98.87
1.13

36.38
20.99

index
0.34

0.53
0.53
0.00

0.37
0.20

0.58
0.00
0.00

0.52
0.20

0.43
0.34
0.34

0.55
0.49
0.34

0.43
0.33
0.19

0.42
0.22
0.16

0.58
0.22
0.00

0.42
0.10

0.64
0.44

tests
against

LYS 1
LAC 87

LYS 1

LAC 87

H2S 1

H2S 1

LYS 1
SCI 88

LYS 1

LYS 1

SOR 90
ORN 99

LYS 1

LYS 1
BXY 10

H2S 1

Differentiation tests

IND

99

IND

99

IND PYR

9 1

IND PYR

9 1

PYR

99

PYR

99

IND PYR

99

PYR
99

IND
1
50

Code

00011021

00011025

00011030

00011031

00011040

00011100

00011104

00011120

00011140

00011144

00011200



Code

Taxon
Edwardsiella tarda
00011201 Low discrimination
Aeromonas schubertii

Hafnia alvei biovar 1

Shigella dysenteriae (group A)
00011202 Low discrimination
Aeromonas schubertii

Shigella dysenteriae (group A)
Edwardsiella tarda

00011203 Very good identification
Aeromonas schubertii

Shigella dysenteriae (group A)

Hafnia alvei biovar 1

00011204 Low discrimination
Aeromonas schubertii

Leminorella richardii

Hafnia alvei biovar 1

00011205 Very good identification

Aeromonas schubertii
Hafnia alvei biovar 1
Budvicia aquatica
00011206 Good identification
Aeromonas schubertii

Vibrio parahaemolyticus

Vibrio hollisae
00011207 Very good identification
Aeromonas schubertii

00011210 Very good identification
Hafnia alvei biovar 1

Morganella morganii subsp. sibonii
Edwardsiella tarda

00011211 Good identification
Hafnia alvei biovar 1

Aeromonas schubertii

Shigella dysenteriae (group A)
00011220 Low discrimination
Hafnia alvei biovar 1

Salmonella serovar typhi

Shigella boydii (group C)

00011221 Low discrimination

Hafnia alvei biovar 1

ID
score

11.18

63.84
31.65
2.93

43.47
30.46
8.55

97.26
2.20
0.49

48.79
28.79
7.57

99.38
0.50
0.07

96.51
1.60
1.21

100.0

97.94
0.70
0.37

97.46
2.43
0.11

70.21
17.30
3.70

82.80

index
0.34

0.58
0.58
0.27

0.40
0.28
0.11

0.58
0.22
0.25

0.40
0.19
0.31

0.58
0.25
0.01

0.40
0.14
0.00

0.58

0.62
0.11
0.00

0.56
0.25
-.06

0.65
0.34
0.34

0.59

tests
against

H2S 1

H2S 1
ONP 93

H2S 1

H2S 1

ONP 93

H2S 1

H2S 1

ONP 93

H2S 1

H2S 1

H2S 1

H2S 1

H2S 1

Differentiation tests

99

OXI
99

OXl IND
99 1
45
99

[N

OXIl
99

(4]
99

[EnY

(4]
99

IND

96
79

IND

50
99

(4]

99

Code

00011201

00011202

00011203

00011204

00011205

00011206

00011207

00011210

00011211

00011220

00011221



Code

Taxon
Yersinia ruckeri
Hafnia alvei
00011223 Low discrimination
Escherichia coli

Aeromonas schubertii

Vibrio mimicus
00011224 Low discrimination
Vibrio parahaemolyticus

Hafnia alvei biovar 1

Yersinia aldovae
00011226 Good identification
Vibrio parahaemolyticus

Aeromonas schubertii

00011230 Very good identification
Hafnia alvei biovar 1

Hafnia alvei

Edwardsiella hoshinae

00011231 Good identification

Hafnia alvei biovar 1

Hafnia alvei
Citrobacter werkmanii
00011261 Low discrimination

Aeromonas hydrophila subsp. hydrophila
Yersinia pestis

Hafnia alvei biovar 1

00011263 Acceptable identification
Aeromonas hydrophila subsp. hydrophila
Escherichia coli
00011300 Low discrimination
Aeromonas schubertii

Leminorella grimontii

Pragia fontium
00011301 Very good identification
Aeromonas schubertii

Hafnia alvei biovar 1

Shigella dysenteriae (group A)

00011302 Good identification
Aeromonas schubertii

Vibrio parahaemolyticus

Shigella dysenteriae (group A)

00011303 Very good identification

ID
score
5.47
3.30

21.76
18.83
15.54

53.51
25.61
6.93

97.52
2.48

96.55
2.46
0.59

94.84
4.62
0.34

64.36
16.27
12.09

91.78
8.22

46.55
20.25
8.50

99.46
0.50
0.05

98.60
0.70
0.70

index

0.34
0.37

0.42
0.25
0.18

0.37
0.32
0.18

0.37
0.07

0.64
0.39
0.12

0.58
0.37
0.00

0.48
0.27
0.26

0.48
0.32

0.40
0.22
0.16

0.58
0.25
-.06

0.40
0.08
-.05

tests
against

SOR 88
H2S 1

ORN 96
H2S 1

ORN 96
H2S 1

H2S 1

H2S 1

ARG 90
H2S 1

ARG 90
H2S 1

H2S 1
ONP 93

H2S 1

H2S 1
ONP 93

Differentiation tests

OXl IND

1 92

9 1

99 99

OXlI PYR IND
99 50 96
1 1 1
1 99

IND

96

1

PYR

1

1

99

OXI' PYR IND

99 50 96
1 99
1 1
OXI VPT
99 93
1 1
OXI PYR
99 50
1 1

99
(©)4]
99
OXI IND
9 1
99 96
1 45

Code

00011223

00011224

00011226

00011230

00011231

00011261

00011263

00011300

00011301

00011302

00011303



Code

Taxon

Aeromonas schubertii
00011304 Acceptable identification
Aeromonas schubertii

Leminorella grimontii

Pragia fontium
00011305 Very good identification
Aeromonas schubertii

00011306 Good identification
Aeromonas schubertii

Vibrio parahaemolyticus

00011307 Very good identification

Aeromonas schubertii
00011320 Low discrimination
Hafnia alvei

Hafnia alvei biovar 1

Vibrio parahaemolyticus

00011321 Low discrimination
Hafnia alvei

Aeromonas jandaei

Aeromonas schubertii

00011330 Low discrimination
Hafnia alvei

Hafnia alvei biovar 1

Salmonella enterica subsp. salamae
00011331 Low discrimination
Hafnia alvei

Citrobacter werkmanii

Hafnia alvei biovar 1

00011361 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Aeromonas veronii

Hafnia alvei
00011363 Good identification
Aeromonas hydrophila subsp. hydrophila
00011623 Good identification
Escherichia coli
00012000 Good identification
Edwardsiella ictaluri

Hafnia alvei biovar 1

Providencia rustigianii

ID
score

100.0

90.57
6.95
1.84

100.0

99.30
0.70

100.0

45.81
22.18
19.86

31.33
24.90
13.11

67.07
26.56
5.15

44.95
37.48
9.32

81.97
10.41
7.61

100.0

100.0

93.18
3.60
1.36

index
0.58

0.40
0.10
0.00

0.58

0.40
0.08

0.58

0.39
0.32
0.31

0.37
0.32
0.25

0.39
0.31
0.02

0.37
0.17
0.25

0.47
0.14
0.21

0.47

0.38

0.62
0.58
0.34

tests
against

H2S 1

H2S 1
ONP 93

H2S 1

H2S 1
ONP 93

H2S 1

ORN 98
H2S 1

ORN 98
H2S 1

ORN 98
H2S 1

ORN 98
H2S 1

ARG 90
H2S 1

ARG 90

SOR 88

LAC 1

Differentiation tests

OXI
99

[uy

IND

96

()]

99

IND

99

PYR

99

OXI
99
99

IND

98

PYR
50

99

IND

96

OXI

99
99

IND
96
99

Code

00011304

00011305

00011306

00011307

00011320

00011321

00011330

00011331

00011361

00011363

00011623

00012000



Code
Taxon

00012001 Low discrimination
Budvicia aquatica

Hafnia alvei biovar 1

Edwardsiella ictaluri

00012005 Low discrimination
Budvicia aquatica

Aeromonas schubertii

Hafnia alvei biovar 1

00012010 Low discrimination
Hafnia alvei biovar 1

Edwardsiella ictaluri

Providencia rustigianii

00012011 Acceptable identification
Hafnia alvei biovar 1

Budvicia aquatica

Edwardsiella ictaluri

00012020 Low discrimination
Hafnia alvei biovar 1

Edwardsiella ictaluri

Budvicia aquatica

00012021 Low discrimination
Budvicia aquatica

Hafnia alvei biovar 1

Escherichia coli
00012022 Low discrimination
Escherichia coli

Shigella flexneri (group B)

Shigella boydii (group C)

00012023 Low discrimination
Escherichia coli

Budvicia aquatica

Hafnia alvei biovar 1

00012025 Good identification
Budvicia aquatica

Hafnia alvei biovar 1

Aeromonas jandaei

00012030 Very good identification
Hafnia alvei biovar 1

Hafnia alvei

Edwardsiella ictaluri

00012031 Acceptable identification

ID
score

75.22
14.56
8.88

89.38
7.40
157

75.19
24.02
0.35

93.34
5.96
0.70

66.67
14.26
13.64

84.97
13.40
1.05

71.60
8.72
7.63

87.83
8.01
1.26

96.61
1.39
1.09

99.18
0.31
0.26

index

0.54
0.52
0.29

0.38
0.25
0.18

0.56
0.29
0.00

0.50
0.21
-.04

0.59
0.29
0.38

0.57
0.53
0.46

0.54
0.22
0.16

0.62
0.24
0.20

0.41
0.20
0.16

0.58
0.17
-.04

tests . .
. Differentiation tests
against
LYS 1
OXI
LYS 1 1
BXY 10 99
1
IND
LAC 1 1
1
98
LAC 1
LAC 1
IND
LYS 1 1
1
92
SOR 88
TRE 95
IND
SOR 88 92
TRE 95 1
1
IND OXI
LYS 1 1 1
BXY 10 1 1
99 99
LAC 1

Code

00012001

00012005

00012010

00012011

00012020

00012021

00012022

00012023

00012025

00012030

00012031



Code

Taxon

Hafnia alvei biovar 1
Budvicia aquatica
Hafnia alvei
00012061 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Budvicia aquatica

Escherichia coli
00012062 Good identification
Escherichia coli
00012063 Low discrimination
Escherichia coli

Aeromonas hydrophila subsp. hydrophila
Vibrio metschnikovii

00012161 Good identification
Aeromonas hydrophila subsp. hydrophila
Vibrio metschnikovii

00012163 Good identification
Aeromonas hydrophila subsp. hydrophila
Vibrio metschnikovii

Escherichia coli
00012200 Low discrimination
Hafnia alvei biovar 1

Obesumbacterium proteus
Edwardsiella ictaluri

00012201 Low discrimination
Aeromonas schubertii

Hafnia alvei biovar 1

Shigella dysenteriae (group A)
00012202 Low discrimination
Aeromonas schubertii

Escherichia coli

Shigella dysenteriae (group A)
00012203 Low discrimination
Aeromonas schubertii

Escherichia coli
Vibrio vulnificus
00012204 Low discrimination
Aeromonas schubertii

Hafnia alvei biovar 1

Obesumbacterium proteus

00012205 Very good identification

ID
score
92.23
7.22
0.55

48.67
34.33
10.46

100.0

65.39
33.82
0.79

97.33
2.67

95.29
2.61
2.10

60.49
16.45
6.78

61.68
30.58
2.83

35.81
28.93
25.10

80.01
14.60
2.71

77.80
12.08
3.29

index

0.52
0.24
0.16

0.46
0.24
0.36

0.44

0.52
0.46
0.28

0.45
0.29

0.45
0.29
0.19

0.64
0.34
0.29

0.58
0.58
0.27

0.40
0.54
0.28

0.58
0.62
0.42

0.40
0.31
0.00

tests
against

LAC 1

ARG 90
TRE 99

SOR 88

SOR 88

TRE 95

ARG 90

TRE 99

ARG 90

TRE 99

LAC 1

LAC 1

LAC 1

ONP 93

LAC 1

LAC 1
ONP 93

Differentiation tests

OXI
99

OXIl

99

(4]
99

(4]
99

OXI
99

OoXi
99

[

OXI
99

99

OXI
99

[EnY

(4]

IND VPT
96 93

1 1

92

VPT

93
78

VPT
93
78

IND

92
45

IND

92
98

IND

Code

00012061

00012062

00012063

00012161

00012163

00012200

00012201

00012202

00012203

00012204

00012205



Code

Taxon

Aeromonas schubertii
Vibrio vulnificus
Hafnia alvei biovar 1
00012206 Good identification
Aeromonas schubertii

Vibrio parahaemolyticus

Vibrio hollisae
00012207 Very good identification
Aeromonas schubertii

Vibrio vulnificus

Aeromonas jandaei

00012210 Very good identification
Hafnia alvei biovar 1

Obesumbacterium proteus

Hafnia alvei
00012211 Good identification
Hafnia alvei biovar 1

Aeromonas schubertii

Hafnia alvei
00012220 Low discrimination
Hafnia alvei biovar 1

Hafnia alvei
Escherichia coli
00012221 Low discrimination
Hafnia alvei biovar 1

Escherichia coli

Aeromonas jandaei

00012222 Good identification
Escherichia coli

Shigella boydii (group C)

Vibrio parahaemolyticus

00012223 Low discrimination
Escherichia coli

Aeromonas jandaei

Aeromonas hydrophila subsp. hydrophila
00012224 Low discrimination
Vibrio parahaemolyticus

Vibrio metschnikovii

Hafnia alvei biovar 1

00012225 Low discrimination
Aeromonas jandaei

Vibrio vulnificus

ID
score
95.69
3.24
0.48

95.76
1.58
1.20

96.14
3.26
0.20

99.06
0.33
0.16

97.17
2.42
0.30

73.50
7.99
6.67

36.18
23.00
12.15

90.61
2.88
2.34

87.47
5.14
3.76

40.31
19.48
19.29

55.95
11.39

index

0.58
0.42
0.25

0.40
0.14
0.00

0.58
0.42
0.16

0.62
0.00
0.17

0.56
0.25
0.16

0.65
0.51
0.60

0.59
0.68
0.49

0.76
0.28
0.37

0.84
0.49
0.59

0.37
0.52
0.32

0.49
0.43

tests
against

LAC 1

LAC 1

ONP 93

LAC 1

LAC 1

LAC 1

LAC 1

LAC 1

SOR 88

SOR 88

ORN 96

LAC 1

ARG 99

Differentiation tests

99

99

1

IND

96
79

IND

98
99

(4]

99

IND

92

(4]

99

OoXi

99

(©)4]

99
99

(4]
99

(4]
99
99

1
98
1

IND

92
99

VPT

85
93

IND
96
25

Code

00012206

00012207

00012210

00012211

00012220

00012221

00012222

00012223

00012224

00012225



Code

Taxon

Vibrio metschnikovii

00012226 Low discrimination

Vibrio parahaemolyticus

Vibrio metschnikovii

Escherichia coli

00012227 Low discrimination

Aeromonas jandaei

Vibrio vulnificus

Escherichia coli

00012230 Identification to the genus

Hafnia alvei biovar 1

Hafnia alvei

Edwardsiella hoshinae

00012231 Identification to the genus

Hafnia alvei biovar 1

Hafnia alvei

Escherichia coli

00012233 Low discrimination

Escherichia coli

Hafnia alvei biovar 1

Aeromonas jandaei

00012241 Low discrimination

Aeromonas hydrophila subsp. hydrophila
Vibrio vulnificus

Aeromonas schubertii

00012242 Low discrimination

Escherichia coli

Aeromonas schubertii

Shigella dysenteriae (group A)
00012243 Low discrimination

Escherichia coli
Aeromonas hydrophila subsp. hydrophila
Vibrio vulnificus
00012245 Low discrimination

Vibrio vulnificus

Aeromonas schubertii

Aeromonas hydrophila subsp. hydrophila
00012247 Low discrimination

Vibrio vulnificus

Aeromonas schubertii

Aeromonas hydrophila subsp. hydrophila
00012260 Low discrimination

ID
score

8.43

48.35
23.37
18.91

52.51
10.69
9.04

87.62
11.65
0.54

78.68
19.96
0.62

78.06
11.17
4.58

39.40
24.26
16.87

89.33
4.47
3.13

48.04
24.85
15.30

51.22
35.62
9.24

50.40
35.05
9.09

index
0.57

0.37
0.52
0.42

0.49
0.43
0.50

0.64
0.51
0.12

0.58
0.49
0.34

0.50
0.25
0.16

0.46
0.35
0.25

0.44
0.07
-.05

0.52
0.46
0.35

0.35
0.25
0.30

0.35
0.25
0.30

tests
against

ORN 96
LAC 1

ARG 99

LAC 1

LAC 1

SOR 88
MAL 1

ARG 90
MAN 99

SOR 88
MAN 95

SOR 88
MAN 95

SAL 99
CEL 90

SAL 99
CEL 90

Differentiation tests

1

OXI

99

1

1

OXI

99

99

1

IND

1

1

92

OXI IND
1 92

1 1

99 99
IND  VPT
96 93
98 2

1 43
OXI IND
1 92
9 1

1 45
OXI VPT
1 1

99 93
9 2
IND VPT
98 2

1 43
96 93
IND VPT
98 2

1 43
96 93

Code

00012226

00012227

00012230

00012231

00012233

00012241

00012242

00012243

00012245

00012247

00012260



Code
Taxon

Escherichia coli

Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
00012261 Good identification

Aeromonas hydrophila subsp. hydrophila
Escherichia coli

Vibrio metschnikovii

00012262 Low discrimination

Escherichia coli

Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
00012263 Low discrimination

Aeromonas hydrophila subsp. hydrophila
Escherichia coli

Vibrio metschnikovii

00012264 Low discrimination

Vibrio metschnikovii

Vibrio parahaemolyticus

Yersinia pestis

00012265 Low discrimination

Aeromonas hydrophila subsp. hydrophila
Vibrio metschnikovii

Vibrio vulnificus

00012266 Low discrimination

Vibrio metschnikovii

Vibrio parahaemolyticus

Escherichia coli

00012267 Low discrimination

Aeromonas hydrophila subsp. hydrophila
Vibrio metschnikovii

Vibrio vulnificus

00012271 Low discrimination

Aeromonas hydrophila subsp. hydrophila
Hafnia alvei

Hafnia alvei biovar 1

00012273 Low discrimination

Aeromonas hydrophila subsp. hydrophila
Escherichia coli

Vibrio metschnikovii

00012300 Low discrimination

Aeromonas schubertii

ID
score

25.68
20.51
18.87

91.96
3.79
2.15

84.61
7.51
6.91

71.25
26.44
1.66

73.33
9.49
7.85

76.21
16.00
5.21

74.33
9.61
8.46

75.43
15.84
5.16

53.49
31.70
11.36

71.72
26.61
1.67

72.66

index

0.50
0.56
0.46

0.79
0.58
0.61

0.66
0.56
0.46

0.79
0.74
0.61

0.56
0.21
0.20

0.63
0.61
0.37

0.56
0.21
0.32

0.63
0.61
0.37

0.46
0.33
0.25

0.46
0.40
0.28

0.40

tests
against

SOR 88
GLR 90

ARG 90

SOR 88

ARG 90

SUC 99

ARG 90
BXY 10

SUC 99

ARG 90
BXY 10

ARG 90
MAL 1

ARG 90
MAL 1

LAC 1

Differentiation tests

OXl  VPT
1 1
1 78
99 93
OXI VPT
99 93
1
78
OXI VPT
1 1
1 78
99 93
OXl  VPT
99 93
1
78
OXI IND
1 25
99 96
1 1
OXI  VPT
99 93
1 78
9 2
OoXi
1
99
1
OXI  VPT
99 93
1 78
9 2
OXI IND
99 96
1
1
OXI VPT
99 93
1 1
1 78
OXI IND
9 1

Code

00012261

00012262

00012263

00012264

00012265

00012266

00012267

00012271

00012273

00012300



Code

Taxon

Hafnia alvei biovar 1
Providencia stuartii
00012301 Very good identification
Aeromonas schubertii

Aeromonas jandaei

Hafnia alvei biovar 1

00012302 Good identification
Aeromonas schubertii

Escherichia coli

Vibrio parahaemolyticus

00012303 Very good identification
Aeromonas schubertii

Aeromonas jandaei

Escherichia coli
00012304 Good identification
Aeromonas schubertii

Providencia stuartii

Vibrio parahaemolyticus

00012305 Very good identification

Aeromonas schubertii
Aeromonas jandaei
Vibrio metschnikovii
00012306 Good identification
Aeromonas schubertii

Vibrio parahaemolyticus

00012307 Very good identification
Aeromonas schubertii

Aeromonas jandaei

Vibrio metschnikovii

00012320 Low discrimination
Hafnia alvei

Vibrio metschnikovii

Hafnia alvei biovar 1

00012321 Low discrimination
Aeromonas jandaei

Aeromonas hydrophila subsp. hydrophila
Hafnia alvei
00012322 Low discrimination
Vibrio metschnikovii

Vibrio parahaemolyticus

Escherichia coli

00012323 Low discrimination

ID
score
11.28
7.64

98.25
0.81
0.49

97.82
0.80
0.69

98.81
0.81
0.18

98.16
1.15
0.70

99.12
0.82
0.07

99.30
0.70

99.12
0.82
0.07

72.44
7.07
6.73

69.69
11.32
10.77

29.24
24.91
22.73

index

0.31
0.17

0.58
0.26
0.25

0.40
0.21
0.08

0.58
0.26
0.29

0.40
0.02
0.08

0.58
0.26
0.29

0.40
0.08

0.58
0.26
0.29

0.51
0.52
0.32

0.59
0.58
0.49

0.52
0.31
0.42

tests

against

ONP 93

LAC 1

LAC 1
ONP 93

LAC 1

LAC 1
ONP 93

LAC 1

LAC 1
ONP 93

LAC 1

ORN 98

LAC 5

ARG 99

SUC 99

Differentiation tests

=

IND

99

OXI

99

99

(0]
99
99

(4]

99

99

()]

99

99

IND

96

OoXi

99
99

(©)4]

99

99

(4]

99

98

OXl

99

99

IND

92
96

IND

99
92

IND

98
96

IND

99
25

IND

99
25

IND
99
96

Code

00012301

00012302

00012303

00012304

00012305

00012306

00012307

00012320

00012321

00012322

00012323



Code
Taxon

Aeromonas jandaei

Aeromonas hydrophila subsp. hydrophila
Escherichia coli

00012324 Low discrimination

Vibrio metschnikovii

Vibrio parahaemolyticus

Aeromonas jandaei

00012325 Good identification

Aeromonas jandaei
Vibrio metschnikovii
Aeromonas hydrophila subsp. hydrophila
00012326 Low discrimination

Vibrio metschnikovii

Vibrio parahaemolyticus

Aeromonas jandaei

00012327 Good identification

Aeromonas jandaei

Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
00012330 Acceptable identification

Hafnia alvei

Hafnia alvei biovar 1

Citrobacter gillenii

00012331 Low discrimination

Hafnia alvei

Aeromonas jandaei

Hafnia alvei biovar 1

00012341 Identification to the genus

Aeromonas hydrophila subsp. hydrophila
Aeromonas schubertii

Vibrio metschnikovii

00012343 Identification to the genus

Aeromonas hydrophila subsp. hydrophila
Aeromonas schubertii

Vibrio metschnikovii

00012360 Low discrimination

Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
Hafnia alvei

00012361 Very good identification

Aeromonas hydrophila subsp. hydrophila

ID
score

78.20
12.70
3.36

39.16
33.36
21.45

91.27
3.58
1.65

40.81
34.77
22.35

91.75
3.60
1.66

92.64
7.04
0.32

88.36
5.78
3.52

65.01
31.39
3.60

64.09
30.95
3.55

38.27
30.00
24.50

95.26

index

0.59
0.58
0.50

0.52
0.31
0.26

0.59
0.58
0.42

0.52
0.31
0.26

0.59
0.58
0.42

0.51
0.31
0.13

0.49
0.26
0.25

0.45
0.25
0.34

0.45
0.25
0.34

0.56
0.45
0.35

0.78

tests
against

ARG 99

SUC 99

ARG 99

SUC 99

ARG 99

ORN 98
LAC 5

ORN 98
LAC 5

ARG 90
MAN 99

ARG 90
MAN 99

SUC 99

ARG 90

Differentiation tests

OXI
99
99
1

OXI

99
99

OXIl
99

99

OXI

99
99

OXI
99

99

IND

99

(©)4]

99
99

(©)4]

99

99

(4]

99

OXI
99

VPT
85
93

1

OXI

99

IND

96

25

IND
96

25

IND

25
96

IND
96

Code

00012324

00012325

00012326

00012327

00012330

00012331

00012341

00012343

00012360

00012361



Code

Taxon

Vibrio metschnikovii
Ewingella americana
00012362 Low discrimination
Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
Escherichia coli
00012363 Very good identification
Aeromonas hydrophila subsp. hydrophila
Vibrio metschnikovii

Escherichia coli
00012364 Low discrimination
Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
Vibrio parahaemolyticus

00012365 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Vibrio metschnikovii

Aeromonas jandaei

00012366 Low discrimination
Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
Vibrio parahaemolyticus

00012367 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Vibrio metschnikovii

Aeromonas jandaei

00012371 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Hafnia alvei

Vibrio metschnikovii

00012373 Good identification
Aeromonas hydrophila subsp. hydrophila
Vibrio metschnikovii

00012403 Good identification
Escherichia coli
00012422 Low discrimination
Escherichia coli

Shigella flexneri (group B)

00012423 Very good identification
Escherichia coli

00012462 Good identification

ID
score
2.61
0.83

51.38
40.27
5.62

96.50
2.64
0.41

87.69
7.64
4.67

77.08
19.00
2.75

87.69
7.64
4.67

77.60
19.13
2.77

58.98
39.41
1.62

97.33
2.67

100.0

86.89
13.11

100.0

index

0.62
0.24

0.56
0.45
0.32

0.78
0.62
0.40

0.56
0.29
0.15

0.62
0.62
0.26

0.56
0.29
0.15

0.62
0.62
0.26

0.45
0.33
0.29

0.45
0.29

0.37

0.50
0.19

0.58

tests
against

SUC 99

ARG 90

SUC 99

ARG 90
BXY 10

SUC 99

ARG 90
BXY 10

ARG 90
MAL 1

ARG 90
MAL 1

SOR 88

SOR 88
TRE 95

SOR 88

Differentiation tests

OXI

99

OXI
99

OXIl

99
99

(4]
99

99

()]

99
99

OXI
99

99

OoXi
99

OXI
99

25
1

VPT
78
93

VPT
93
78

VPT
78
93

VPT
78
93

IND
96

25

Code

00012362

00012363

00012364

00012365

00012366

00012367

00012371

00012373

00012403

00012422

00012423

00012462



Code
Taxon

Escherichia coli
00012463 Good identification
Escherichia coli
00012601 Low discrimination
Escherichia coli

Aeromonas schubertii

Hafnia alvei biovar 1

00012602 Acceptable identification

Escherichia coli

Aeromonas schubertii
Shigella dysenteriae (group A)
00012603 Good identification
Escherichia coli

Aeromonas schubertii

00012620 Low discrimination
Escherichia coli

Shigella flexneri (group B)

Hafnia alvei biovar 1

00012621 Good identification
Escherichia coli

Hafnia alvei biovar 1

Hafnia alvei
00012622 Very good identification
Escherichia coli

Shigella flexneri (group B)

00012623 Very good identification
Escherichia coli

Aeromonas jandaei

Aeromonas hydrophila subsp. hydrophila
00012626 Good identification
Escherichia coli
00012627 Low discrimination
Escherichia coli

Aeromonas jandaei

Vibrio metschnikovii

00012632 Good identification
Escherichia coli
00012633 Good identification

Escherichia coli

ID
score

100.0

100.0

41.21
38.14
18.91

94.73
2.20
1.54

90.68
9.32

62.98
18.55
13.01

91.98
2.72
1.14

98.41
1.59

99.75
0.11
0.08

100.0

85.44
9.32
2.84

100.0

100.0

index

0.40

0.48

0.42
0.25
0.25

0.50
0.07
-.05

0.58
0.25

0.55
0.29
0.32

0.63
0.26
0.21

0.71
0.24

0.79
0.16
0.26

0.38

0.46
0.16
0.29

0.38

0.46

tests

against

SOR 88

SOR 88

SOR 88
MAN 95
GLR 90

SOR 88
MAN 95

SOR 88
MAN 95

SOR 88
GLR 90

SOR 88
GLR 90

SOR 88

SOR 88

SOR 88

SOR 88

BXY 1

SOR 88

SOR 88

Differentiation tests

OXI

99

OXIl

99

()]

99

IND

92
50

IND
92

()]

99
99

(4]

99

IND
92

IND
92

45

IND
92

VPT

85
93

Code

00012463

00012601

00012602

00012603

00012620

00012621

00012622

00012623

00012626

00012627

00012632

00012633



Code
Taxon

00012642 Good identification
Escherichia coli
00012643 Good identification
Escherichia coli
00012660 Good identification
Escherichia coli

Vibrio metschnikovii

00012661 Low discrimination
Escherichia coli

Aeromonas hydrophila subsp. hydrophila
Escherichia hermannii

00012662 Very good identification

Escherichia coli
Vibrio metschnikovii
00012663 Good identification
Escherichia coli

Aeromonas hydrophila subsp. hydrophila
Vibrio metschnikovii

00012667 Low discrimination
Escherichia coli

Aeromonas hydrophila subsp. hydrophila
Vibrio metschnikovii

00012673 Good identification
Escherichia coli
00012722 Good identification
Escherichia coli
00012723 Low discrimination
Escherichia coli

Aeromonas jandaei

Aeromonas hydrophila subsp. hydrophila
00012761 Acceptable identification
Aeromonas hydrophila subsp. hydrophila
Vibrio metschnikovii

Escherichia coli
00012763 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Escherichia coli

Vibrio metschnikovii

00013001 Very good identification

ID
score

100.0

100.0

97.06
2.94

66.64
30.32
1.61

99.67
0.34

94.97
4.80
0.23

55.80
31.03
13.17

100.0

100.0

64.87
28.29
4.59

92.56
5.12
2.32

78.09
17.59
4.32

index

0.40

0.48

0.45
0.28

0.53
0.46
0.14

0.61
0.28

0.69
0.46
0.33

0.36
0.30
0.33

0.36

0.38

0.46
0.26
0.25

0.45
0.34
0.20

0.45
0.36
0.34

tests
against

SOR 88

SOR 88

SOR 88
GLR 90

SOR 88
GLR 90

SOR 88

SOR 88

SOR 88
BXY 1

SOR 88

SOR 88

SOR 88
SCI 1

ARG 90
RAF 1

ARG 90
RAF 1

Differentiation tests

OXlI YEP PYR VPT
1 1 1 1

9 1 50 93

1 98 99 1

OXI  VPT
1 1

99 93

1 78
OXI VPT
1 1

99 93

1 78
OXI VPT
1 1

99 85
99 93
OXI  VPT
99 93

1 78

1 1
OXI  VPT
99 93

1 1

1 78

IND

Code

00012642

00012643

00012660

00012661

00012662

00012663

00012667

00012673

00012722

00012723

00012761

00012763

00013001



Code

Taxon

Budvicia aquatica
Edwardsiella tarda
Leminorella richardii
00013005 Good identification
Budvicia aquatica

00013020 Good identification
Budvicia aquatica

Hafnia alvei biovar 1

Edwardsiella tarda

00013021 Very good identification
Budvicia aquatica

Hafnia alvei biovar 1

00013025 Good identification
Budvicia aquatica

00013222 Good identification
Escherichia coli
00013223 Low discrimination
Escherichia coli

Aeromonas jandaei

Aeromonas hydrophila subsp. hydrophila
00013261 Acceptable identification

Aeromonas hydrophila subsp. hydrophila
Escherichia coli

Budvicia aquatica

00013263 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Escherichia coli

Vibrio metschnikovii

00013361 Good identification
Aeromonas hydrophila subsp. hydrophila
Vibrio metschnikovii

00013363 Good identification
Aeromonas hydrophila subsp. hydrophila
Vibrio metschnikovii

00013622 Good identification
Escherichia coli
00013623 Good identification
Escherichia coli

00013663 Good identification

ID
score

99.77
0.08
0.08

100.0

96.65
1.19
0.70

99.96
0.04

100.0

100.0

89.21
5.24
3.84

91.49
3.77
2.61

71.72
26.61
1.67

97.33
2.67

97.33
2.67

100.0

100.0

index

0.64
0.00
0.00

0.48

0.48
0.26
0.00

0.67
0.20

0.51

0.42

0.50
0.16
0.26

0.46
0.24
0.00

0.46
0.40
0.28

0.45
0.29

0.45
0.29

0.38

0.46

tests . .
. Differentiation tests
against
LYS 1 1
99
1
LYS 1
IND
LYS 1 1
ONP 93 1
99
LYS 1
LYS 1
SOR 88
OXl VPT
SOR 88 1 1
H2S 1 99 85
99 93
OXlI IND VPT
ARG 90 99 96 93
H2S 1 1 92
1 1
OXl VPT
ARG 90 99 93
H2S 1 1 1
1 78
OXI
ARG 90 99
H2S 1 1
OXI
ARG 90 99
H2S 1 1
SOR 88
SOR 88

Code

00013005

00013020

00013021

00013025

00013222

00013223

00013261

00013263

00013361

00013363

00013622

00013623

00013663



Code

Taxon
Escherichia coli
00014000 Good identification
Edwardsiella ictaluri

Hafnia alvei biovar 1

Providencia rustigianii

00014001 Low discrimination
Hafnia alvei biovar 1

Edwardsiella ictaluri

Plesiomonas shigelloides

00014010 Low discrimination
Hafnia alvei biovar 1

Edwardsiella ictaluri

Providencia rustigianii

00014011 Good identification
Hafnia alvei biovar 1

Edwardsiella ictaluri

00014020 Low discrimination
Hafnia alvei biovar 1

Edwardsiella ictaluri

Shigella flexneri (group B)

00014021 Good identification
Hafnia alvei biovar 1

Budvicia aquatica

Yersinia ruckeri
00014030

Hafnia alvei biovar 1
Edwardsiella ictaluri
00014031 Good identification
Hafnia alvei biovar 1

00014100 Low discrimination
Providencia stuartii

Edwardsiella ictaluri

Providencia rustigianii

00014200 Low discrimination
Hafnia alvei biovar 1

Providencia stuartii

Obesumbacterium proteus

Very good identification

ID
score

100.0

92.91
3.59
1.36

56.15
34.24
3.63

75.16
24.01
0.35

99.25
0.75

77.79
16.64
1.93

97.24
0.93
0.79

99.74
0.26

100.0

45.64
39.36
10.07

44.34
21.24
12.06

index
0.36

0.62
0.58
0.34

0.52
0.29
0.17

0.56
0.29
0.00

0.50
-.04

0.59
0.29
0.27

0.53
0.10
0.12

0.58
-.04

0.52

0.39
0.29
0.21

0.64
0.48
0.34

tests
against

SOR 88

INO 1

INO 1

INO 1

INO 1

INO 1

INO 1

INO 1

INO 1

LYS 1

TRE 98

INO 1

Differentiation tests

IND

1

1

98

IND OXI
1 1

1 1
99 99

IND

98

IND
98

98

IND

98

Code

00014000

00014001

00014010

00014011

00014020

00014021

00014030

00014031

00014100

00014200



Code
Taxon

00014201 Low discrimination

Plesiomonas shigelloides

Aeromonas schubertii

Hafnia alvei biovar 1

00014202 Low discrimination

Aeromonas schubertii

Shigella dysenteriae (group A)
Plesiomonas shigelloides

00014203 Low discrimination

Aeromonas schubertii

Plesiomonas shigelloides

Shigella dysenteriae (group A)
00014204 Low discrimination

Aeromonas schubertii

Providencia stuartii

Plesiomonas shigelloides

00014205 Low discrimination

Aeromonas schubertii

Plesiomonas shigelloides

Providencia stuartii

00014206 Acceptable identification

Aeromonas schubertii

Plesiomonas shigelloides

Vibrio parahaemolyticus

00014207 Very good identification

Aeromonas schubertii
Plesiomonas shigelloides
00014210 Very good identification

Hafnia alvei biovar 1

Providencia stuartii

Obesumbacterium proteus

00014211 Acceptable identification

Hafnia alvei biovar 1

Plesiomonas shigelloides

Aeromonas schubertii

00014220 Low discrimination

Hafnia alvei biovar 1

Shigella boydii (group C)

Providencia stuartii

00014221 Low discrimination

Hafnia alvei biovar 1

ID
score

45.79
33.70
16.71

43.83
30.71
9.77

84.76
12.80
1.92

42.99
35.17
9.58

85.96
12.98
0.59

93.53
2.32
1.55

98.35
1.65

98.49
0.58
0.33

94.21
3.19
2.35

82.27
4.34
3.58

78.89

index

0.50
0.58
0.58

0.40
0.28
0.18

0.58
0.34
0.22

0.40
0.32
0.18

0.58
0.34
0.16

0.40
0.03
0.14

0.58
0.18

0.62
0.15
0.00

0.56
0.17
0.25

0.65
0.34
0.32

0.59

tests
against

ARG 98

ORN 93

INO 1
ONP 93

INO 1

INO 1

ONP 93

INO 1

INO 1

ONP 93

INO 1

INO 1

INO 1

INO 1

INO 1

Differentiation tests

IND
99

OXI
99

99

OXIl

99
99

()]

99

99

(4]

99

99

IND

99
96

IND

99

IND

98

IND

99

IND

25
98

OoxXi

99

99

IND

45
99

IND

99
45

IND

98
99

IND

99
98

OXI

99
99

Code

00014201

00014202

00014203

00014204

00014205

00014206

00014207

00014210

00014211

00014220

00014221



Code

Taxon
Yersinia ruckeri
Hafnia alvei
00014223 Low discrimination
Vibrio metschnikovii

Escherichia coli

Aeromonas schubertii

00014224 Low discrimination
Vibrio parahaemolyticus

Hafnia alvei biovar 1

Providencia stuartii

00014225 Low discrimination
Vibrio metschnikovii

Aeromonas schubertii

Vibrio mimicus
00014226

Vibrio parahaemolyticus
Vibrio metschnikovii
Aeromonas schubertii
00014227 Low discrimination
Vibrio metschnikovii

Aeromonas schubertii

Vibrio mimicus
00014230 Very good identification
Hafnia alvei biovar 1

Hafnia alvei

Edwardsiella hoshinae

00014231 Very good identification
Hafnia alvei biovar 1

Hafnia alvei

Pantoea dispersa

00014261 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Vibrio metschnikovii

Yersinia pestis
00014262 Low discrimination
Vibrio metschnikovii

Vibrio parahaemolyticus

Aeromonas hydrophila subsp. hydrophila
00014263 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Vibrio metschnikovii

Escherichia coli

Identification to the genus

ID
score
5.21
3.14

18.00
16.10
13.93

45.75
21.89
10.49

23.96
18.54
15.31

81.22
16.72
2.07

30.04
23.25
19.19

96.82
2.47
0.59

95.11
4.63
0.26

68.52
15.94
5.66

67.34
20.45
6.21

79.25
18.44
2.32

index

0.34
0.37

0.51
0.42
0.25

0.37
0.32
0.16

0.51
0.25
0.18

0.37
0.46
0.07

0.51
0.25
0.18

0.64
0.39
0.12

0.58
0.37
0.18

0.56
0.55
0.27

0.50
0.21
0.23

0.56
0.55
0.32

tests
against

SUC 99

ORN 96

INO 1

SUC 99

ORN 96

INO 1

SUC 99

INO 1

INO 1

ARG 90

INO 3

SUC 99

ARG 90
INO 3

Differentiation tests

OXI

99

OXI
99

OXIl

99
99

(4]
99

99

()]

99
99

OXI
99

[y

(©)4]

99
99

(4]
99

IND
25
92

IND
96

98

IND
25

99

IND

96
25

IND
25

99

IND
96
25

VPT

78

93

VPT

93
78

Code

00014223

00014224

00014225

00014226

00014227

00014230

00014231

00014261

00014262

00014263



Code
Taxon

00014264 Low discrimination

Vibrio metschnikovii

Vibrio parahaemolyticus

Yersinia pestis

00014265 Low discrimination

Vibrio metschnikovii
Aeromonas hydrophila subsp. hydrophila
Yersinia pestis

00014266 Identification to the genus

Vibrio metschnikovii
Vibrio parahaemolyticus
00014267 Low discrimination

Vibrio metschnikovii
Aeromonas hydrophila subsp. hydrophila
00014300 Very good identification

Providencia stuartii

Aeromonas schubertii

Hafnia alvei biovar 1

00014301 Low discrimination

Aeromonas schubertii

Providencia stuartii

Plesiomonas shigelloides

00014302 Low discrimination

Aeromonas schubertii

Providencia stuartii

Vibrio parahaemolyticus

00014303 Very good identification

Aeromonas schubertii

Providencia stuartii

Plesiomonas shigelloides

00014304 Acceptable identification

Providencia stuartii

Aeromonas schubertii

Vibrio parahaemolyticus

00014305 Good identification

Aeromonas schubertii

Providencia stuartii

Pantoea dispersa

00014306 Low discrimination

Aeromonas schubertii
Providencia stuartii

ID
score

61.96
18.82
15.58

60.22
28.76
7.12

76.71
23.29

67.68
32.32

98.72
1.01
0.16

54.06
44.23
0.74

49.94
49.35
0.35

99.03
0.82
0.15

91.52
8.42
0.06

91.36
8.31
0.20

89.54
9.83

index

0.50
0.21
0.20

0.55
0.40
0.20

0.50
0.21

0.55
0.40

0.67
0.40
0.31

0.58
0.51
0.17

0.40
0.34
0.08

0.58
0.18
0.01

0.51
0.40
0.08

0.58
0.35
0.21

0.40
0.18

tests
against

SUC 99

SUC 99

SUC 99

SUC 99

LYS 1

INO 1

INO 1
ONP 93

INO 1

LYS 1
BXY 10

INO 1

INO 1
ONP 93

Differentiation tests

OXI

99

OXI

99

OXIl

99

()]

99

()]

99

(4]

99

99

OXI
99

99

OXI
99

99

OoXi

99

OXI
99

(©)4]
99
1

IND
25
96

IND
25
96

IND
98

IND

98
99

IND

98
96

IND

98
99

IND
98

96

IND

98

IND

98

VPT
43

99

Code

00014264

00014265

00014266

00014267

00014300

00014301

00014302

00014303

00014304

00014305

00014306



Code

Taxon

Vibrio parahaemolyticus
00014307 Very good identification
Aeromonas schubertii

Providencia stuartii

00014320 Acceptable identification
Providencia stuartii

Hafnia alvei

Hafnia alvei biovar 1

00014321 Low discrimination
Pantoea dispersa

Providencia stuartii

Hafnia alvei
00014324 Low discrimination
Providencia stuartii

Vibrio parahaemolyticus

Vibrio metschnikovii

00014325 Low discrimination
Pantoea dispersa

Aeromonas jandaei

Vibrio metschnikovii

00014330 Low discrimination
Hafnia alvei

Hafnia alvei biovar 1

Providencia stuartii

00014331 Low discrimination
Pantoea dispersa

Hafnia alvei

Hafnia alvei biovar 1

00014335 Good identification
Pantoea dispersa

00014360 Low discrimination
Vibrio metschnikovii

Providencia stuartii

Hafnia alvei
00014361 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Vibrio metschnikovii

Pantoea dispersa

00014362 Low discrimination
Vibrio metschnikovii

Vibrio parahaemolyticus

ID
score

0.63

99.91
0.09

91.42
3.30
1.60

87.38
6.52
1.73

80.43
11.32
5.66

79.16
7.06
5.00

58.06
22.99
16.26

81.83
14.59
3.03

100.0

43.17
31.39
12.45

65.35
17.84
9.09

83.08
10.39

index
0.08

0.58
0.02

0.51
0.39
0.32

0.67
0.35
0.37

0.35
0.31
0.46

0.54
0.32
0.51

0.39
0.31
0.18

0.51
0.37
0.25

0.38

0.50
0.18
0.23

0.55
0.56
0.34

0.50
0.15

tests

against

INO 1

LYS 1
MAN 10

LYS 1

LYS 1
MAN 10
BXY 10

LYS 1

ORN 98
INO 1

LYS 1
MAL 10

LYS 1

SUC 99

ARG 90
INO 3

SUC 99

Differentiation tests

99

OXI
99

IND
98

[N

IND

98

()]

99

(4]

99

IND

98

IND
25
98

OXI
99

[y

(©)4]

99

96

IND

98

VPT
99

85

IND

99
25

IND
96
25

VPT
78

Code

00014307

00014320

00014321

00014324

00014325

00014330

00014331

00014335

00014360

00014361

00014362



Code

Taxon

Aeromonas hydrophila subsp. hydrophila
00014363 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Vibrio metschnikovii

00014364 Low discrimination
Vibrio metschnikovii

Vibrio parahaemolyticus

Providencia stuartii

00014365 Low discrimination
Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
Pantoea dispersa

00014366 Identification to the genus
Vibrio metschnikovii

Vibrio parahaemolyticus

00014367 Low discrimination
Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
00014623 Good identification

Escherichia coli
00014700 Good identification
Providencia stuartii

Aeromonas schubertii

00016221 Low discrimination
Vibrio metschnikovii

Hafnia alvei biovar 1

Aeromonas hydrophila subsp. hydrophila
00016222 Low discrimination
Escherichia coli

Vibrio metschnikovii

00016223 Low discrimination
Escherichia coli

Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
00016224 Good identification
Vibrio metschnikovii

00016225 Low discrimination
Vibrio metschnikovii

Aeromonas jandaei

Aeromonas hydrophila subsp. hydrophila

ID
score

6.53

78.55
21.45

82.93
10.37
6.70

66.81
27.18
6.01

88.89
11.11

71.08
28.92

100.0

99.86
0.14

49.10
16.00
12.05

56.90
43.10

57.91
31.07
7.63

100.0

87.97
9.63
2.40

index
0.22

0.55
0.56

0.50
0.15
0.02

0.56
0.39
0.21

0.50
0.15

0.56
0.39

0.38

0.48
0.07

0.54
0.26
0.34

0.42
0.48

0.50
0.54
0.34

0.48

0.54
0.16
0.18

tests
against

ARG 90
INO 3

SUC 99

SUC 99

SUC 99

SUC 99

SOR 88

LYS 1
RAF 7

SUC 99

SOR 88
INO 1

SOR 88
INO 1

SUC 99

SUC 99

Differentiation tests

99

OXI
99

OXI

99

OXIl

99

()]

99

(4]

99

(4]

99

OoXi

99

(©)4]

99

(4]

99
99

93

IND
25
96

IND
98

IND

25

96

VPT

78
93

Code

00014363

00014364

00014365

00014366

00014367

00014623

00014700

00016221

00016222

00016223

00016224

00016225



Code
Taxon

00016226 Good identification
Vibrio metschnikovii

00016227 Low discrimination
Vibrio metschnikovii

Aeromonas jandaei

Aeromonas hydrophila subsp. hydrophila
00016260 Good identification
Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
00016261 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Vibrio metschnikovii

Escherichia coli
00016262 Low discrimination
Vibrio metschnikovii

Escherichia coli

Aeromonas hydrophila subsp. hydrophila
00016263 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Vibrio metschnikovii

Escherichia coli
00016264 Good identification
Vibrio metschnikovii

00016265 Low discrimination
Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
00016266 Good identification
Vibrio metschnikovii

00016267 Low discrimination
Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
00016300 Good identification
Providencia stuartii

Aeromonas schubertii

00016321 Low discrimination
Vibrio metschnikovii

Pantoea dispersa

Aeromonas jandaei

00016322 Good identification

ID
score

100.0

87.97
9.63
2.40

95.56
4.44

67.76
31.33
0.91

81.16
15.07
3.77

63.15
29.20
7.65

100.0

80.62
19.38

100.0

80.62
19.38

99.50
0.50

40.75
25.65
17.14

index

0.48

0.54
0.16
0.18

0.52
0.21

0.54
0.58
0.24

0.52
0.32
0.21

0.54
0.58
0.40

0.52

0.58
0.38

0.52

0.58
0.38

0.39
0.07

0.54
0.34
0.26

tests
against

SUC 99

SUC 99

SUC 99

ARG 90
INO 3

SUC 99

ARG 90
INO 3

SUC 99

SUC 99

SUC 99

SUC 99

LYS 1
LAC 2

SUC 99

Differentiation tests

OXI

99
99

OXI

99

OXI
99

()]

99

(4]
99

OoXi

99

(©)4]

99

(©)4]

99

(©)4]

99

VPT
93
78

VPT

78

93

VPT

93
78

IND
98

IND
25

99

Code

00016226

00016227

00016260

00016261

00016262

00016263

00016264

00016265

00016266

00016267

00016300

00016321

00016322



Code

Taxon

Vibrio metschnikovii
00016323 Low discrimination
Vibrio metschnikovii

Aeromonas jandaei

Aeromonas hydrophila subsp. hydrophila
00016324 Low discrimination
Vibrio metschnikovii

Providencia stuartii

00016325 Low discrimination
Vibrio metschnikovii

Aeromonas jandae

Pantoea dispersa

00016326 Good identification
Vibrio metschnikovii

00016327 Low discrimination
Vibrio metschnikovii

Aeromonas jandaei

Aeromonas hydrophila subsp. hydrophila
00016360 Good identification
Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
00016361 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Vibrio metschnikovii

Serratia odorifera biovar 2

00016362 Good identification
Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
00016363 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Vibrio metschnikovii

00016364 Good identification
Vibrio metschnikovii

00016365 Low discrimination
Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
Serratia odorifera biovar 2

00016366 Good identification
Vibrio metschnikovii

00016367 Low discrimination

ID
score

100.0

61.36
25.81
12.83

83.22
16.78

61.75
25.97
6.86

100.0

69.26
29.13
1.61

96.20
3.81

64.53
35.02
0.46

96.20
3.81

64.82
35.18

100.0

81.37
16.66
1.97

100.0

index
0.49

0.54
0.26
0.33

0.49
0.07

0.54
0.26
0.21

0.49

0.54
0.26
0.17

0.53
0.20

0.53
0.58
0.02

0.53
0.20

0.53
0.58

0.53

0.58
0.37
0.06

0.53

tests
against

SUC 99

SUC 99

SUC 99

SUC 99

SUC 99

SUC 99

SUC 99

ARG 90
INO 3

SUC 99

ARG 90

INO 3

SUC 99

SUC 99

SUC 99

Differentiation tests

OXI

99
99

OXl IND

99 99

()]

99
99

(4]

99

OoXi
99

()]

99

OXI
99

(4]

99

Code

00016323

00016324

00016325

00016326

00016327

00016360

00016361

00016362

00016363

00016364

00016365

00016366

00016367



Code
Taxon

Vibrio metschnikovii
Aeromonas hydrophila subsp. hydrophila
00016622 Good identification

Escherichia coli
00016623 Good identification

Escherichia coli
00016663 Low discrimination

Escherichia coli

Aeromonas hydrophila subsp. hydrophila
Vibrio metschnikovii

00020000 Low discrimination

Providencia rustigianii

Vibrio hollisae

Shigella dysenteriae (group A)
00020001 Low discrimination

Shigella dysenteriae (group A)
Providencia rustigianii

Budvicia aquatica

00020002 Good identification

Vibrio hollisae

Shigella dysenteriae (group A)
Providencia rustigianii

00020003 Low discrimination

Shigella dysenteriae (group A)

Vibrio hollisae

Shigella boydii (group C)

00020004 Low discrimination

Vibrio hollisae

Providencia rustigianii

Leminorella richardii

00020006 Very good identification

Vibrio hollisae

Providencia rustigianii

Shigella dysenteriae (group A)
00020020 Low discrimination

Shigella flexneri (group B)

Shigella boydii (group C)

Yersinia aldovae

00020021 Low discrimination

Budvicia aquatica

ID
score

83.00
17.00

100.0

100.0

76.95
11.92
11.13

62.03
30.87
3.93

51.98
19.34
16.89

91.74
5.75
1.86

71.32
26.81
0.63

81.08
18.10
0.39

99.71
0.23
0.06

42.20
36.90
10.85

50.99

index

0.58
0.37

0.38

0.46

0.36
0.21
0.30

0.67
0.67
0.51

0.45
0.34
0.40

0.67
0.46
0.34

0.40
0.34
0.08

0.67
0.51
0.19

0.67
0.18
0.13

0.60
0.54
0.51

0.43

tests
against

SUC 99

SOR 88

SOR 88

SOR 88

INO 1

CEL1

CEL1

TRE 90

CEL1

CEL1

TRE 90

CEL1

CEL1

CEL1

CEL1

Differentiation tests

OXI
1
99

OXI

99

()]

99

IND
45

(4]
99

OoXi
99

(4]
99

PYR

1
1
99

VPT

93
78

IND
79
98

PYR YEP

1

1

Code

00016622

00016623

00016663

00020000

00020001

00020002

00020003

00020004

00020006

00020020

00020021



Code

Taxon

Shigella boydii (group C)

Escherichia hermannii

00020022 Low discrimination

Shigella flexneri (group B)

Shigella boydii (group C)

Vibrio hollisae

00020024 Low discrimination

Yersinia aldovae

Vibrio hollisae

Providencia rustigianii

00020063 Acceptable identification

Aeromonas hydrophila subsp. hydrophila
Shigella boydii (group C)
00020100 Low discrimination

Providencia rustigianii

Providencia alcalifaciens

Pragia fontium

00020104 Low discrimination

Providencia rustigianii

Vibrio hollisae

Pragia fontium

00020121 Very good identification

Pantoea dispersa

Budvicia aquatica

Shigella boydii (group C)

00020125 Good identification

Pantoea dispersa

Aeromonas enteropelogenes

Vibrio parahaemolyticus

00020131 Good identification

Pantoea dispersa

Citrobacter gillenii

Enterobacter cancerogenus

00020135 Good identification

Pantoea dispersa
00020140 Acceptable identification

Pragia fontium

Providencia rustigianii

Providencia alcalifaciens

00020163 Good identification

Aeromonas hydrophila subsp. hydrophila

ID
score
29.97
3.65

49.17
43.00
6.27

37.75
36.89
8.24

90.13
9.87

77.25
14.37
3.96

73.91
18.95
3.79

99.09
0.30
0.18

98.92
0.70
0.38

98.26
1.19
0.55

100.0

93.33
5.49
1.02

100.0

index

0.38
0.34

0.55
0.49
0.34

0.41
0.34
0.18

0.36
0.00

0.54
0.39
0.34

0.38
0.34
0.18

0.64
0.10
0.05

0.51
0.08
0.08

0.48
0.18
-.10

0.35

0.43
0.21
0.05

0.36

tests
against

LAC 87

CEL1

CEL1

ARG 90
TRE 99

CEL1

CEL1
BXY 10

TRE 99

TRE 99

TRE 99
MAL 10

TRE 99

CEL1

H2S 89

ARG 90

Differentiation tests

1 1

99 98

OXI

1

1

99

OXlI PYR IND
1 99 1
99 50 79
1 1 98
OXl  VPT

99 93

1 1

PYR IND

1 98

1 99

99 1

OXlI PYR IND

1 1 98
9 50 79
1 9 1
VPT

99

OXI IND

1 1

99 99

99 96

VPT

99

1

99

PYR IND

9 1

1 98

1 99

Code

00020022

00020024

00020063

00020100

00020104

00020121

00020125

00020131

00020135

00020140

00020163



Code
Taxon

00020200 Low discrimination
Shigella dysenteriae (group A)

Yersinia aldovae

Morganella morganii subsp. sibonii
00020201 Very good identification

Shigella dysenteriae (group A)
Aeromonas schubertii
Yersinia pestis
00020202 Good identification
Shigella dysenteriae (group A)

Shigella boydii (group C)

Vibrio hollisae
00020203 Acceptable identification
Shigella dysenteriae (group A)

Aeromonas schubertii

Shigella boydii (group C)

00020205 Low discrimination
Aeromonas schubertii

Shigella dysenteriae (group A)

Yersinia pestis
00020207 Low discrimination
Aeromonas schubertii

Shigella dysenteriae (group A)

Shigella sonnei
00020220 Low discrimination
Shigella boydii (group C)

Shigella flexneri (group B)

Yersinia aldovae
00020221 Low discrimination
Escherichia hermannii

Vibrio mimicus

Shigella boydii (group C)

00020222 Low discrimination
Shigella boydii (group C)

Shigella flexneri (group B)

Vibrio parahaemolyticus

00020223 Low discrimination
Shigella sonnei

Vibrio mimicus

Shigella boydii (group C)

00020224 Low discrimination

ID
score

85.95
3.10
2.10

95.57
1.58
0.53

94.15
2.03
1.69

94.86
3.19
0.53

48.92
29.83
5.46

57.95
17.40
9.23

53.48
21.91
11.09

30.44
14.39
14.30

61.43
25.17
8.62

43.24
30.07
14.71

index

0.67
0.51
0.38

0.61
0.40
0.36

0.62
0.37
0.34

0.56
0.40
0.21

0.40
0.27
0.28

0.40
0.22
0.17

0.67
0.65
0.61

0.67
0.51
0.51

0.62
0.60
0.57

0.51
0.51
0.46

tests
against

CEL1

CEL1

CEL1

CEL1

LYS 93

CEL1

LYS 93

CEL1

CEL1

ORN 99

CEL1

ORN 98
CEL 5

Differentiation tests

PYR

99

OXI

99

OXIl

99

()]

99

(4]

[N

()]

[N

PYR

99

OoXi

99

(©)4]

99

(©)4]

99

(4]

PYR

50
99

PYR
50

99

YEP PYR
98 99
50

IND

99
25

IND

Code

00020200

00020201

00020202

00020203

00020205

00020207

00020220

00020221

00020222

00020223

00020224



Code

Taxon

Vibrio parahaemolyticus
Yersinia aldovae
Yersinia pestis
00020225 Low discrimination
Vibrio mimicus

Yersinia pestis

Pantoea dispersa

00020226 Low discrimination
Vibrio parahaemolyticus

Shigella sonne|

Shigella boydii (group C)

00020227 Low discrimination
Shigella sonne|

Vibrio mimicus

Vibrio parahaemolyticus

00020231 Low discrimination
Citrobacter gillenii

Pantoea dispersa

Buttiauxella warmboldiae

00020234 Low discrimination
Citrobacter gillenii

Vibrio parahaemolyticus

Yersinia aldovae
00020235 Low discrimination
Citrobacter gillenii

Pantoea dispersa

Buttiauxella warmboldiae

00020260 Low discrimination
Yersinia pestis

Shigella boydii (group C)

Vibrio parahaemolyticus

00020261 Low discrimination
Escherichia hermannii

Yersinia pestis

Aeromonas hydrophila subsp. hydrophila
00020262 Low discrimination
Vibrio parahaemolyticus

Shigella boydii (group C)

Shigella flexneri (group B)

00020263 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Aeromonas caviae

ID

score
38.40
28.82
20.47

56.04
18.45
9.73

68.54
17.73
4.93

54.69
38.03
2.90

26.03
21.78
17.13

58.59
17.04
12.79

35.42
15.69
12.34

75.61
6.91
5.25

35.69
25.00
19.94

44.04
28.54
11.69

87.19
3.57

index

0.57
0.51
0.53

0.51
0.53
0.51

0.57
0.35
0.28

0.51
0.51
0.42

0.51
0.48
0.28

0.38
0.24
0.18

0.44
0.35
0.16

0.61
0.34
0.41

0.64
0.61
0.70

0.41
0.28
0.27

0.70
0.36

tests
against

ORN 96
LYS 94

ORN 90
LYS 99

ORN 96
LYS 94

ORN 98

CEL 5

SOR 99

SOR 99

SOR 99

CEL1

ORN 99

ORN 96
LYS 94
ESL 10

ARG 90

Differentiation tests

99

IND
99

OXI
99

OXI

99
99

VPT

99

()]

99

VPT

99

OoXi

99

(©)4]

99

(4]
99

(4]
99
99

96

1

1

VPT OXI

23 99

1 1

99

IND

96

1

25

IND

1

99

96

IND

1

96

1

PYR IND

9 1

1 25

50 96

YEP IND

98 99
1
96

VPT IND

93 96

9 96

Code

00020225

00020226

00020227

00020231

00020234

00020235

00020260

00020261

00020262

00020263



Code

Taxon

Shigella sonnei

00020264 Low discrimination

Yersinia pestis

Yersinia pseudotuberculosis

Vibrio parahaemolyticus

00020265 Low discrimination

Yersinia pestis

Yersinia pseudotuberculosis

Aeromonas hydrophila subsp. hydrophila
00020266 Low discrimination

Vibrio parahaemolyticus

Yersinia pestis

Vibrio metschnikovii

00020267 Low discrimination

Aeromonas hydrophila subsp. hydrophila
Aeromonas caviae

Shigella sonnei

00020271 Identification to the genus

Buttiauxella warmboldiae

Buttiauxella noackiae

Buttiauxella gaviniae

00020275 Identification to the genus

Buttiauxella warmboldiae

Buttiauxella noackiae

Buttiauxella gaviniae

00020300 Good identification

Providencia stuartii

Shigella dysenteriae (group A)
Providencia rustigianii

00020301 Low discrimination

Pantoea dispersa

Providencia stuartii

Aeromonas schubertii

00020303 Low discrimination

Aeromonas schubertii

Shigella dysenteriae (group A)

Pantoea dispersa

00020304 Acceptable identification

Providencia stuartii

Vibrio parahaemolyticus

Aeromonas schubertii

00020305 Low discrimination

ID
score

1.61

67.76
15.87
14.12

42.73
23.35
11.36

86.92
4.21
3.88

51.12
18.86
8.48

48.39
30.76
19.81

48.68
30.95
19.92

91.22
4.84
1.50

69.94
19.32
6.48

68.13
20.46
7.43

90.74
3.68
2.29

index
0.17

0.53
0.33
0.41

0.53
0.39
0.54

0.41
0.20
0.39

0.54
0.36
0.17

0.62
0.62
0.59

0.49
0.49
0.47

0.57
0.34
0.21

0.64
0.42
0.40

0.40
0.22
0.31

0.42
0.28
0.21

tests
against

CEL1

CEL1

ORN 96
LYS 94
ESL 10

ARG 90

BXY 10

SAL 99

SAL 99

CEL 5
INO 95

MAN 99

LYS 93
CEL1

CEL 5
INO 95
BXY 10

Differentiation tests

OXI

99

OXI

99

OXIl
99

(4]
99
99

OoXi

99

OXI
99

(4]

99
99

IND

96

IND

96

IND
96

25

VPT
93

IND

98

VPT

43

99

IND

98
96

IND
96
96

VPT
99

43

Code

00020264

00020265

00020266

00020267

00020271

00020275

00020300

00020301

00020303

00020304

00020305



Code
Taxon

Pantoea dispersa
Aeromonas schubertii
Providencia stuartii
00020307 Good identification
Aeromonas schubertii

Pantoea dispersa

Vibrio parahaemolyticus

00020311 Acceptable identification
Pantoea dispersa

Providencia stuartii

Citrobacter gillenii

00020315 Good identification
Pantoea dispersa

Aeromonas schubertii

00020320 Low discrimination
Pantoea dispersa

Providencia stuartii

Vibrio parahaemolyticus

00020321 Excellent identification
Pantoea dispersa

Ewingella americana

Aeromonas veronii

00020322 Low discrimination
Vibrio parahaemolyticus

Shigella boydii (group C)

Shigella flexneri (group B)

00020323 Low discrimination
Pantoea dispersa

Aeromonas hydrophila subsp. hydrophila
Vibrio parahaemolyticus

00020324 Low discrimination
Vibrio parahaemolyticus

Pantoea dispersa

Providencia stuartii

00020325 Very good identification
Pantoea dispersa

Vibrio parahaemolyticus

Ewingella americana

00020326 Good identification
Vibrio parahaemolyticus

Vibrio metschnikovii

ID
score

58.23
30.58
10.13

95.45
1.84
1.43

94.67
2.38
1.14

95.44
4.56

57.02
15.75
15.34

99.52
0.11
0.08

76.20
12.80
5.25

85.75
3.89
2.85

54.63
35.83
6.23

99.26
0.19
0.07

97.28
0.66

index

0.51
0.40
0.26

0.40
0.18
0.13

0.48
0.08
0.18

0.35
0.07

0.64
0.42
0.51

0.97
0.35
0.35

0.51
0.28
0.27

0.64
0.49
0.36

0.51
0.51
0.26

0.85
0.36
0.19

0.51
0.35

tests
against

MAN 99

LYS 93
CEL1

MAL 10
MAN 99

MAL 10

MAN 99

ONP 99

ORN 96
LYS 94

GLR 1

ORN 96

LYS 94

ORN 96
LYS 94

Differentiation tests

OXI
1
99
1

OXI
99

99

VPT
99

OXI

99

(4]

99

IND

99

(4]
99

OoXi

99
99

OXI
99

(4]

99

(4]

99
1

IND
1

1
98

IND

96

IND

98

VPT
99

OXI

99

VPT

99

93

VPT

99

IND

96

IND

96
25

VPT
99
43

1

IND

98
96

IND

96
96

IND
96

98

Code

00020307

00020311

00020315

00020320

00020321

00020322

00020323

00020324

00020325

00020326



Code
Taxon
Pantoea dispersa
00020327 Low discrimination
Pantoea dispersa

Vibrio parahaemolyticus

Shigella sonnei
00020330 Low discrimination
Pantoea dispersa

Citrobacter gillenii

Hafnia alvei
00020331 Very good identification
Pantoea dispersa

Citrobacter gillenii

Enterobacter cancerogenus

00020333 Good identification
Pantoea dispersa

Citrobacter gillenii

Enterobacter cancerogenus

00020334 Low discrimination
Citrobacter gillenii

Pantoea dispersa

Vibrio parahaemolyticus

00020335 Very good identification
Pantoea dispersa

Citrobacter gillenii

Buttiauxella warmboldiae

00020337 Good identification
Pantoea dispersa

00020343

Aeromonas hydrophila subsp. hydrophila
Aeromonas schubertii

00020360 Low discrimination
Vibrio parahaemolyticus

Aeromonas veronii

Ewingella americana

00020361 Low discrimination
Pantoea dispersa

Aeromonas hydrophila subsp. hydrophila
Buttiauxella noackiae

00020362 Low discrimination
Vibrio parahaemolyticus

Aeromonas hydrophila subsp. hydrophila

Identification to the genus

ID
score

0.65

61.27
11.54
5.13

58.22
34.28
3.36

97.32
1.18
0.55

98.26
1.19
0.55

49.41
44.43
6.16

96.92
221
0.38

100.0

88.46
11.55

26.69
21.63
16.47

40.71
28.91
8.30

67.62
16.23

index
0.18

0.51
0.36
0.17

0.48
0.46
0.26

0.81
0.51
0.23

0.48
0.18
-.10

0.38
0.35
0.18

0.69
0.44
0.11

0.35

0.36
0.07

0.35
0.27
0.22

0.64
0.69
0.38

0.35
0.36

tests
against

GLR 1

MAL 10
ONP 99

MAL 10

MAL 10
GLR 1

SOR 99

MAL 10

MAL 10

ARG 90
MAN 99

ORN 96
LYS 94
ESL 10

ESL 1

ORN 96
LYS 94

Differentiation tests

OXlI VPT IND
1 9 1
99 4 96

VPT

99

85

VPT
99

99

VPT
99

99

OXI' VPT IND
1 1 1

1 9 1
9 4 96

VPT
99

IND
96

OXlI VPT IND

9 4 96
99 95 99
1 9% 1

OXI VPT IND

1 9 1
99 93 96
1 1 40
OXl  VPT

9 4

99 93

Code

00020327

00020330

00020331

00020333

00020334

00020335

00020337

00020343

00020360

00020361

00020362



Code

Taxon

Vibrio metschnikovii
00020363 Good identification
Aeromonas hydrophila subsp. hydrophila
Aeromonas veronii

Aeromonas caviae

00020364 Low discrimination
Vibrio parahaemolyticus

Yersinia pestis

Vibrio metschnikovii

00020365 Low discrimination
Pantoea dispersa

Aeromonas hydrophila subsp. hydrophila
Buttiauxella noackiae

00020366 Identification to the genus
Vibrio parahaemolyticus

Vibrio metschnikovii

Vibrio fluvialis
00020367 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Aeromonas caviae

Vibrio fluvialis
00020371 Low discrimination
Buttiauxella warmboldiae

Buttiauxella noackiae

Enterobacter cancerogenus

00020375 Identification to the genus
Buttiauxella warmboldiae

Buttiauxella noackiae

Buttiauxella gaviniae

00020420 Very good identification
Shigella flexneri (group B)

Shigella boydii (group C)

Yersinia aldovae
00020422 Good identification
Shigella flexneri (group B)

Shigella boydii (group C)

Vibrio hollisae
00020620 Good identification
Shigella flexneri (group B)

Shigella boydii (group C)

Escherichia hermannii

00020621 Low discrimination

ID
score

7.33

90.57
2.78
2.16

65.22
7.37
7.07

46.31
20.70
9.44

85.07
9.22
3.44

65.24
13.98
6.70

46.88
29.80
10.61

52.49
33.37
10.90

97.98
1.30
0.38

98.51
131
0.19

93.19
3.45
1.10

index
0.40

0.69
0.26
0.31

0.35
0.20
0.40

0.51
0.53
0.25

0.35
0.40
0.20

0.53
0.31
0.34

0.57
0.57
0.43

0.44
0.44
0.37

0.57
0.21
0.18

0.52
0.16
0.00

0.62
0.34
0.36

tests
against

ESL 10

ARG 90

ORN 96
LYS 94
ESL 10

ESL1

ORN 96
LYS 94
ESL 10

ARG 90

BXY 10

SAL 99

SAL 99

CEL1

CEL1

CEL1

Differentiation tests

1 78

VPT

93
95

OX!l IND

99 96

25

OXlI VPT IND

99 93 96

(4]

99

99

VPT
93

VPT

99

PYR

99

(©)4]
1

1
99

PYR YEP
1 1

1 1

99 98

Code

00020363

00020364

00020365

00020366

00020367

00020371

00020375

00020420

00020422

00020620

00020621



Code
Taxon

Escherichia hermannii

Escherichia vulneris

Shigella flexneri (group B)

00020622 Very good identification

Shigella flexneri (group B)

Shigella boydii (group C)

Vibrio parahaemolyticus

00020625 Low discrimination

Escherichia vulneris

Escherichia hermannii

Vibrio mimicus

00020631 Good identification

Escherichia vulneris

Escherichia hermannii

Citrobacter gillenii

00020635 Good identification

Escherichia vulneris
00020661 Good identification

Escherichia hermannii

Yersinia pseudotuberculosis
Escherichia vulneris

00020671 Low discrimination

Escherichia vulneris

Buttiauxella warmboldiae

Buttiauxella gaviniae

00020675 Low discrimination

Escherichia vulneris

Buttiauxella warmboldiae

Buttiauxella gaviniae

00020700 Good identification

Providencia stuartii

Shigella dysenteriae (group A)

Shigella flexneri (group B)

00020721 Very good identification

Pantoea dispersa

Escherichia hermannii

Citrobacter youngae

00020725 Good identification

Pantoea dispersa
Escherichia vulneris
00020731 Acceptable identification

ID
score

88.81
5.18
1.55

95.43
3.58
0.50

87.74
5.07
3.60

96.12
2.94
0.27

100.0

93.31
2.10
2.04

32.90
24.31
20.11

89.83
3.91
3.23

98.30
0.70
0.69

97.46
1.41
0.37

98.59
141

index

0.64
0.34
0.29

0.57
0.28
0.24

0.42
0.31
0.18

0.46
0.31
0.18

0.54

0.61
0.24
0.24

0.36
0.28
0.31

0.44
0.16
0.19

0.39
0.00
0.08

0.64
0.31
0.24

0.51
0.09

tests
against

ORN 99

CEL1

MLB 99

MLB 99

MLB 99

ORN 99

MLB 99

MLB 99

CEL 5
INO 95
RAF 7

RAF 1

RAF 1

Differentiation tests

PYR IND YEP

99 99 98
9 1 50
1 50 1
(0]
1
1
99
IND OXI YEP
1 1 50
9 1 98
99 99 1
IND YEP
1 50
99 98
1 1
IND YEP
99 98

1

50

VPT YEP IND

9 60 1
98 99
1 15

VPT

99

1

Code

00020622

00020625

00020631

00020635

00020661

00020671

00020675

00020700

00020721

00020725

00020731



Code
Taxon

Pantoea dispersa
Escherichia vulneris
Citrobacter gillenii
00020735 Low discrimination
Pantoea dispersa

Escherichia vulneris

00020763 Acceptable identification
Aeromonas hydrophila subsp. hydrophila
Aeromonas caviae

00021000 Good identification
Leminorella richardii

Leminorella grimontii

Providencia rustigianii

00021001 Low discrimination
Budvicia aquatica

Leminorella richardii

Leminorella grimontii

00021004

Leminorella richardii
Leminorella grimontii
Vibrio hollisae
00021021 Good identification
Budvicia aquatica

Leminorella richardii

Shigella boydii (group C)

00021025 Good identification
Budvicia aquatica

00021040 Low discrimination
Pragia fontium

Leminorella richardii

Leminorella grimontii

00021100 Low discrimination
Leminorella grimontii

Pragia fontium

Leminorella richardii

00021104 Low discrimination
Leminorella grimontii

Pragia fontium

Leminorella richardii

00021140 Very good identification

Identification to the genus

ID
score

94.28
4.06
1.14

57.77
42.23

91.05
8.95

92.22
6.18
0.54

64.64
32.09
2.15

89.39
7.75
1.90

99.52
0.33
0.15

100.0

63.37
33.23
2.23

65.22
27.38
6.55

74.07
19.58
5.75

index

0.48
0.13
0.18

0.35
0.21

0.36
0.08

0.67
0.52
0.34

0.50
0.34
0.19

0.52
0.40
0.34

0.53
0.00
0.05

0.37

0.43
0.34
0.19

0.55
0.49
0.34

0.43
0.33
0.19

tests
against

RAF 1
MAL 10

RAF 1
MAL 10

ARG 90
RAF 1

CEL1

CEL1
LAC 87

CEL1
BXY 12

CEL1
LAC 87

CEL1

CEL1

SCI 88

CEL1

CEL1

Differentiation tests

VPT
99

VPT
99

VPT
93

IND

98

()]

99

PYR
99

PYR

99

PYR

99

PYR

Code

00020735

00020763

00021000

00021001

00021004

00021021

00021025

00021040

00021100

00021104

00021140



Code

Taxon

Pragia fontium
Leminorella grimontii
Leminorella richardii
00021144 Good identification
Pragia fontium

Leminorella grimontii

00021221 Low discrimination
Citrobacter youngae

Escherichia hermannii

Budvicia aquatica

00021230 Good identification
Citrobacter gillenii

Shigella boydii (group C)

00021231 Very good identification
Citrobacter gillenii

Citrobacter werkmanii

Citrobacter youngae

00021234 Good identification
Citrobacter gillenii

00021235 Good identification
Citrobacter gillenii

00021263 Good identification
Aeromonas hydrophila subsp. hydrophila
00021321 Good identification
Pantoea dispersa

Citrobacter youngae

Citrobacter murliniae

00021325 Good identification
Pantoea dispersa

Citrobacter gillenii

Citrobacter youngae

00021330 Good identification
Citrobacter gillenii

Pantoea dispersa

00021331 Low discrimination
Citrobacter gillenii

Pantoea dispersa

Citrobacter werkmanii

00021334 Good identification

Citrobacter gillenii

ID
score
99.18
0.71
0.07

98.87
1.13

25.33
19.25
10.85

99.31
0.69

97.74
0.78
0.55

100.0

100.0

100.0

91.33
7.43
0.30

98.58
0.51
0.46

99.16
0.84

65.70
27.07
6.04

100.0

index
0.58
0.22
0.00

0.42
0.10

0.38
0.34
0.20

0.51
0.00

0.57
0.00
0.17

0.44

0.49

0.36

0.64
0.46
0.25

0.51
0.15
0.13

0.51
0.15

0.57
0.48
0.17

0.44

tests
against

CEL1

CEL1
BXY 10

SOR 99

SOR 99

SOR 99

SOR 99

SOR 99

ARG 90

H2S 1

H2S 1

SOR 99

SOR 99

SOR 99

Differentiation tests

99

PYR
99

PYR YEP
99 1

99 98

1 1

VPT IND

9 1
15
99

VPT
99

VPT

99

VPT

99

Code

00021144

00021221

00021230

00021231

00021234

00021235

00021263

00021321

00021325

00021330

00021331

00021334



Code
Taxon

00021335 Low discrimination
Citrobacter gillenii

Pantoea dispersa

00021363 Good identification
Aeromonas hydrophila subsp. hydrophila
00022001 Good identification
Budvicia aquatica

Shigella dysenteriae (group A)
Providencia rustigianii

00022005 Good identification
Budvicia aquatica

Vibrio hollisae
00022020 Low discrimination
Budvicia aquatica

Shigella flexneri (group B)

Shigella boydii (group C)

00022021 Very good identification
Budvicia aquatica

Escherichia hermannii

Aeromonas enteropelogenes

00022025 Good identification
Budvicia aquatica

Aeromonas enteropelogenes
00022203 Low discrimination
Vibrio vulnificus

Shigella dysenteriae (group A)
Aeromonas enteropelogenes
00022205 Low discrimination
Vibrio vulnificus

Aeromonas enteropelogenes

Budvicia aquatica

00022207 Acceptable identification
Vibrio vulnificus

Aeromonas enteropelogenes

Aeromonas schubertii

00022221 Low discrimination
Escherichia hermannii

Vibrio vulnificus

Aeromonas hydrophila subsp. hydrophila

00022223 Low discrimination

ID
score

82.09
17.91

100.0

99.28
0.46
0.17

99.23
0.77

78.03
9.47
8.28

98.94
0.87
0.10

99.06
0.94

53.67
40.23
3.09

87.79
5.06
3.59

92.35
5.32
2.33

88.33
2.28
1.86

index

0.49
0.35

0.36

0.54
0.12
0.00

0.38
0.00

0.38
0.27
0.21

0.57
0.32
0.12

0.41
0.12

0.41
0.22
0.12

0.41
0.12
0.05

0.41
0.12
0.07

0.65
0.42
0.47

tests
against

SOR 99

ARG 90

CEL1

CEL1
BXY 10

CEL1
ONP 93

CEL1

CEL1
BXY 10

SAL 99
LYS 91

SAL 99
LYS 91

SAL 99
LYS 91

ORN 99

Differentiation tests

VPT

99

IND

45
98

OXI

IND

99
99

IND

99

OoXi
99

99

(©)4]

99
99

IND

98

99

(4]

99
99

(©)4]

OXI
1

99

OXI

99

IND
98
99

VPT

93

VPT

YEP
1
98

YEP
98

IND

Code

00021335

00021363

00022001

00022005

00022020

00022021

00022025

00022203

00022205

00022207

00022221

00022223



Code

Taxon

Vibrio vulnificus

Aeromonas hydrophila subsp. hydrophila
Shigella sonnei
00022225 Low discrimination
Vibrio vulnificus

Aeromonas enteropelogenes
Escherichia hermannii

00022227 Low discrimination
Vibrio vulnificus

Shigella sonne|

Aeromonas enteropelogenes
00022230 Good identification
Citrobacter gillenii

Shigella boydii (group C)

Citrobacter rodentium

00022231 Low discrimination
Citrobacter gillenii

Citrobacter rodentium

Buttiauxella gaviniae

00022234 Good identification
Citrobacter gillenii

00022235 Low discrimination
Citrobacter gillenii

Buttiauxella gaviniae

Citrobacter rodentium

00022261 Low discrimination
Escherichia hermannii

Aeromonas hydrophila subsp. hydrophila
Buttiauxella gaviniae

00022263 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Aeromonas caviae

Vibrio vulnificus
00022264 Low discrimination
Vibrio metschnikovii

Yersinia pestis

Aeromonas caviae

00022265 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Aeromonas caviae

Vibrio vulnificus

00022266 Low discrimination

ID

score
21.89
17.85
14.39

37.27
15.81
14.59

36.85
24.22
15.63

98.78
0.69
0.53

64.72
16.91
12.88

100.0

81.93
8.63
7.14

61.27
30.31
2.81

86.36
6.75
2.90

40.98
30.92
8.46

38.48
27.07
11.62

index

0.42
0.47
0.22

0.42
0.27
0.32

0.42
0.22
0.27

0.51
0.00
-11

0.57
0.22
0.29

0.44

0.49
0.17
0.06

0.62
0.67
0.29

0.67
0.38
0.36

0.42
0.20
0.10

0.51
0.38
0.36

tests
against

SAL 99
LYS 91

SAL 99
LYS 91

SAL 99
LYS 91

SOR 99

SOR 99

SOR 99

SOR 99

ORN 99

ARG 90

CEL 12

SUC 99

ARG 90
BXY 10

Differentiation tests

99
99
1
OXI

99
99

OXI
99

99

OoXi

99

VPT
93

(©)4]

99

VPT
93

2
93
1

YEP

98

IND
98

99

YEP
98

IND
25

96

98
96
1

IND
99
96

Code

00022225

00022227

00022230

00022231

00022234

00022235

00022261

00022263

00022264

00022265

00022266



Code
Taxon

Vibrio metschnikovii
Aeromonas caviae
Vibrio parahaemolyticus
00022267 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Aeromonas caviae

Vibrio vulnificus
00022271 Very good identification
Buttiauxella gaviniae

Buttiauxella izardii

Buttiauxella warmboldiae

00022275 Good identification
Buttiauxella gaviniae

Buttiauxella izardii

Buttiauxella warmboldiae

00022321 Low discrimination
Pantoea dispersa

Ewingella americana

Aeromonas hydrophila subsp. hydrophila
00022323 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Pantoea dispersa

Vibrio metschnikovii

00022325 Low discrimination
Pantoea dispersa

Ewingella americana

Vibrio metschnikovii

00022327 Low discrimination
Vibrio metschnikovii

Aeromonas enteropelogenes
Aeromonas hydrophila subsp. hydrophila
00022330 Good identification
Citrobacter gillenii

Pantoea dispersa

00022331 Low discrimination
Citrobacter gillenii

Pantoea dispersa

Buttiauxella gaviniae

00022334 Good identification
Citrobacter gillenii

00022335 Low discrimination

ID
score

66.27
13.68
10.43

46.44
32.67
14.02

95.14
1.57
1.57

95.56
1.57
1.57

73.63
17.95
2.42

52.95
16.30
8.99

77.27
11.86
2.44

25.31
21.85
16.56

99.16
0.84

66.33
27.33
3.30

100.0

index

0.42
0.10
0.08

0.51
0.38
0.36

0.62
0.28
0.28

0.50
0.16
0.16

0.64
0.41
0.47

0.47
0.31
0.43

0.51
0.25
0.43

0.43
0.17
0.31

0.51
0.15

0.57
0.48
0.19

0.44

tests
against

CEL 12
SUC 99

ARG 90
BXY 10

SAL 99

SAL 99

LAC 1

ARG 90

ESL 94

LAC 1

CEL 12

SUC 99

SOR 99

SOR 99

SOR 99

Differentiation tests

(©)4]
1
99
99

VPT
93

()]

99

OXI
99

(©)4]

99
99

VPT

99

VPT

99

IND

96

IND
96

25

VPT
78

93

Code

00022267

00022271

00022275

00022321

00022323

00022325

00022327

00022330

00022331

00022334

00022335



Code
Taxon

Citrobacter gillenii

Pantoea dispersa

Buttiauxella gaviniae

00022361 Low discrimination

Aeromonas hydrophila subsp. hydrophila
Ewingella americana

Aeromonas caviae

00022363 Good identification

Aeromonas hydrophila subsp. hydrophila
Aeromonas caviae

Vibrio metschnikovii

00022365 Low discrimination

Aeromonas hydrophila subsp. hydrophila
Ewingella americana

Aeromonas caviae

00022366 Low discrimination

Vibrio metschnikovii
Aeromonas hydrophila subsp. hydrophila
00022367 Low discrimination

Aeromonas hydrophila subsp. hydrophila
Aeromonas caviae

Vibrio metschnikovii

00022371 Low discrimination

Buttiauxella gaviniae

Enterobacter cancerogenus

Cedecea lapagei

00022375 Acceptable identification

Buttiauxella gaviniae

Buttiauxella warmboldiae

Cedecea lapagei

00022621 Very good identification

Escherichia hermannii

Escherichia vulneris

Escherichia coli

00022635 Good identification

Escherichia vulneris
Citrobacter gillenii
00022661 Very good identification

Escherichia hermannii
Aeromonas hydrophila subsp. hydrophila
Escherichia vulneris

ID
score

80.35
17.53
212

60.92
28.89
2.77

93.51
4.25
1.80

46.97
22.27
19.20

88.99
11.01

63.21
25.83
10.96

83.27
6.72
3.15

90.88
2.95
2.16

98.60
1.24
0.11

99.64
0.36

97.99
0.73
0.46

index

0.49
0.35
0.07

0.66
0.41
0.33

0.66
0.33
0.48

0.51
0.25
0.33

0.42
0.17

0.51
0.33
0.48

0.52
0.27
0.24

0.40
0.11
0.08

0.62
0.21
0.25

0.42
0.15

0.60
0.34
0.11

tests
against

SOR 99

ARG 90

ARG 90

ARG 90
BXY 10

CEL 12

SUC 99

ARG 90

BXY 10

SAL 99

SAL 99

ORN 99

MLB 99

ORN 99

Differentiation tests

VPT

1

99

1

OXlI VPT IND
99 93 96
1 9% 1
99 9 96
OXl  VPT

99 93

99 9

1 78

OXlI VPT IND

99 93 96
1 9% 1
99 9 96
OXI

1

99

OXl  VPT

99 93

99 9

1 78

VPT PYR

1 70

99 99

80 1

PYR IND YEP

99 99 98
9 1 50
1 922 1

OXlI IND YEP

9 96 1

Code

00022361

00022363

00022365

00022366

00022367

00022371

00022375

00022621

00022635

00022661



Code
Taxon

00023000 Low discrimination
Budvicia aquatica

Leminorella richardii

Leminorella grimontii

00023001 Very good identification

Budvicia aquatica
Leminorella richardii
00023005 Good identification
Budvicia aquatica

00023020 Good identification
Budvicia aquatica

Leminorella richardii

00023021 Very good identification

Budvicia aquatica
00023025 Good identification
Budvicia aquatica

00023230 Very good identification

Citrobacter gillenii
00023231 Very good identification

Citrobacter gillenii
Budvicia aquatica
Citrobacter rodentium
00023234 Good identification
Citrobacter gillenii

00023235 Good identification
Citrobacter gillenii

00023321 Low discrimination
Citrobacter youngae

Citrobacter braakii

Pantoea dispersa

00023330 Very good identification
Citrobacter gillenii

00023331 Very good identification
Citrobacter gillenii

Citrobacter werkmanii

Citrobacter youngae

00023334 Good identification

Citrobacter gillenii

ID
score

48.41
47.71
3.20

99.93
0.08

100.0

99.34
0.66

100.0

100.0

100.0

99.72
0.15
0.13

100.0

100.0

41.40
18.14
15.43

100.0

98.63
0.91
0.26

100.0

index

0.45
0.34
0.19

0.64
0.00

0.48

0.48
0.00

0.67

0.51

0.57

0.62
0.00
-11

0.49

0.54

0.38
0.30
0.31

0.57

0.62
0.06
0.17

0.49

tests

. Differentiation tests
against

CEL1
ONP 93

CEL1

CEL1

CEL1
ONP 93

CEL1

CEL1

SOR 99

SOR 99

SOR 99

SOR 99

VPT

SOR 99 1

99

SOR 99

SOR 99

SOR 99

Code

00023000

00023001

00023005

00023020

00023021

00023025

00023230

00023231

00023234

00023235

00023321

00023330

00023331

00023334



Code
Taxon

00023335 Good identification
Citrobacter gillenii

00024100 Acceptable identification
Providencia stuartii

Providencia rustigianii

Providencia alcalifaciens

00024121 Very good identification
Pantoea dispersa

Providencia stuartii

00024125 Good identification
Pantoea dispersa

Providencia stuartii

00024131 Good identification
Pantoea dispersa

Buttiauxella warmboldiae

00024135 Good identification
Pantoea dispersa

00024200 Very good identification
Providencia stuartii

Shigella dysenteriae (group A)

Yersinia aldovae
00024201 Low discrimination
Providencia stuartii

Shigella dysenteriae (group A)

Pantoea dispersa

00024204 Good identification
Providencia stuartii

Shigella dysenteriae (group A)

Yersinia aldovae
00024220 Low discrimination
Providencia stuartii

Shigella boydii (group C)

Shigella flexneri (group B)

00024221 Good identification
Pantoea dispersa

Providencia stuartii

Yersinia kristensenii

00024225 Acceptable identification
Pantoea dispersa

Vibrio mimicus

ID
score

100.0

94.79
4.01
0.75

99.21
0.79

99.50
0.50

99.47
0.53

100.0

95.90
3.56
0.13

84.48
12.08
3.24

99.08
0.33
0.30

66.79
15.52
6.36

91.73
2.68
1.62

92.46
3.59

index

0.54

0.51
0.21
0.05

0.67
0.19

0.54
0.03

0.51
-.05

0.38

0.60
0.34
0.18

0.44
0.27
0.34

0.44
0.00
0.08

0.44
0.34
0.32

0.67
0.28
0.28

0.54
0.18

tests
against

SOR 99

CEL 5
TRE 98

TRE 99

TRE 99

TRE 99
MAL 10

TRE 99

CEL 5
SCI 93

CEL 5
SCI 93
ONP 10

CEL 5
SCI 93
BXY 10

CEL 5
SCI 93
MAN 10

SCI 99

SCI 99

Differentiation tests

VPT
99

VPT
99

VPT
99

PYR

99

VPT

99

PYR

99

VPT
99

(4]
1
99

IND

98

IND

98

IND
98
45

IND
98
45

IND
98
45

PYR
70

99

IND

1
99

IND

98
30

VPT
99
23

Code

00023335

00024100

00024121

00024125

00024131

00024135

00024200

00024201

00024204

00024220

00024221

00024225



Code
Taxon

Providencia stuartii

00024262 Identification to the genus

Vibrio metschnikovii
Vibrio parahaemolyticus
00024263 Low discrimination

Aeromonas hydrophila subsp. hydrophila
Vibrio metschnikovii
Buttiauxella warmboldiae

00024266 Identification to the genus

Vibrio metschnikovii
Vibrio parahaemolyticus
00024267 Low discrimination

Vibrio metschnikovii
Aeromonas hydrophila subsp. hydrophila
00024271 Very good identification

Buttiauxella warmboldiae

Buttiauxella noackiae

Buttiauxella gaviniae

00024275 Good identification

Buttiauxella warmboldiae

Buttiauxella noackiae

Buttiauxella gaviniae

00024300 Very good identification

Providencia stuartii

Pantoea dispersa

Shigella dysenteriae (group A)
00024301 Low discrimination

Providencia stuartii

Pantoea dispersa

Aeromonas schubertii

00024302 Good identification

Providencia stuartii
Shigella dysenteriae (group A)
00024304 Very good identification

Providencia stuartii
Pantoea dispersa
00024305 Low discrimination

Providencia stuartii

Pantoea dispersa

Aeromonas schubertii

00024310 Good identification

ID
score

1.70

73.03
26.97

80.90
13.25
5.86

73.03
26.97

59.57
40.43

99.47
0.32
0.20

99.48
0.32
0.20

99.97
0.03
0.00

77.76
22.22
0.01

99.86
0.14

99.95
0.05

68.71
31.19
0.11

index
0.12

0.36
0.08

0.45
0.41
0.00

0.36
0.08

0.41
0.29

0.67
0.28
0.26

0.54
0.16
0.14

0.79
0.34
0.00

0.63
0.67
0.07

0.46
-.05

0.63
0.21

0.47
0.54
0.07

tests
against

CEL 12
SUC 99

ARG 90
INO 3

CEL 12
SUC 99

CEL 12
SUC 99

SAL 99

SAL 99

CEL 5

CEL 5
ONP 10

CEL 5
GLR 1

CEL 5
BXY 10

CEL 5
ONP 10
BXY 10

Differentiation tests

1 98 1

OXI

1

99

OX!l IND

99 96

1 25
1

(0]

1

99

()]

1

99

VPT IND

1 98

9 1

1 45

OXI IND VPT

1 98 1
1 1 99
9 1 43
VPT IND

1 98

9 1

OXI IND VPT

1 98 1
1 1 99
9 1 43

Code

00024262

00024263

00024266

00024267

00024271

00024275

00024300

00024301

00024302

00024304

00024305

00024310



Code
Taxon

Providencia stuartii
Pantoea dispersa
00024311 Low discrimination

Pantoea dispersa

Providencia stuartii

Buttiauxella warmboldiae

00024315 Low discrimination

Pantoea dispersa
Providencia stuartii
00024320 Low discrimination

Providencia stuartii

Pantoea dispersa

Vibrio parahaemolyticus

00024321 Excellent identification

Pantoea dispersa

Providencia stuartii

Vibrio metschnikovii

00024323 Very good identification

Pantoea dispersa

Providencia stuartii

Vibrio metschnikovii

00024324 Low discrimination

Providencia stuartii

Pantoea dispersa

Vibrio parahaemolyticus

00024325 Very good identification

Pantoea dispersa

Providencia stuartii

Vibrio metschnikovii

00024327 Good identification

Pantoea dispersa

Vibrio metschnikovii

Providencia stuartii

00024330 Low discrimination

Pantoea dispersa

Providencia stuartii

Buttiauxella warmboldiae

00024331 Very good identification

Pantoea dispersa
Buttiauxella warmboldiae
Providencia stuartii

ID
score

99.65
0.35

75.56
24.04
0.40

83.31
16.69

77.72
22.21
0.04

99.60
0.39
0.00

99.36
0.39
0.16

68.47
31.08
0.32

99.74
0.25
0.01

98.87
0.89
0.25

75.34
23.97
0.40

99.43
0.53
0.04

index

0.46
0.18

0.51
0.30
-.05

0.38
0.14

0.63
0.67
0.18

1.00
0.47
0.37

0.67
0.14
0.37

0.47
0.54
0.18

0.88
0.31
0.37

0.54
0.37
-.02

0.51
0.30
-.05

0.84
0.28
0.14

tests
against

CEL 5

MAL 1

MAL 10
MAN 99

MAL 10

MAN 99

CEL 5
MAN 10

GLR 1

CEL 5
MAN 10
BXY 10

GLR 1

MAL 10
ONP 99

MAL 10

Differentiation tests

VPT IND
1 98
9 1
VPT IND
9 1
98
1
VPT IND
9 1
1 98
OXI VPT
1 1
1 99
9 4
VPT IND
9 1
1 98
78 25
VPT IND
9 1
1 98
78 25
OXI  VPT
1 1
1 99
9 4
VPT IND
9 1
1 98
78 25
VPT IND
9 1
78 25
1 98
VPT IND
9 1
1 98
1
VPT IND
9 1
1
98

IND
98

96

IND
98

96

Code

00024311

00024315

00024320

00024321

00024323

00024324

00024325

00024327

00024330

00024331



Code
Taxon

00024333 Good identification
Pantoea dispersa

Buttiauxella warmboldiae

00024334 Low discrimination
Pantoea dispersa

Providencia stuartii

00024335 Very good identification
Pantoea dispersa

Buttiauxella warmboldiae

Providencia stuartii

00024337 Good identification
Pantoea dispersa

00024340 Good identification
Providencia stuartii

00024361 Good identification
Pantoea dispersa

Buttiauxella warmboldiae

Aeromonas hydrophila subsp. hydrophila
00024362 Good identification
Vibrio metschnikovii

00024363 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Pantoea dispersa

Vibrio metschnikovii

00024365 Acceptable identification
Pantoea dispersa

Buttiauxella warmboldiae

Vibrio metschnikovii

00024366 Good identification
Vibrio metschnikovii

00024367 Low discrimination
Vibrio metschnikovii

Pantoea dispersa

Aeromonas hydrophila subsp. hydrophila
00024371 Very good identification

Buttiauxella warmboldiae
Pantoea dispersa
Buttiauxella noackiae

00024375 Good identification

ID
score

99.47
0.53

83.31
16.69

99.45
0.53
0.02

100.0

100.0

92.27
5.38
1.35

100.0

52.02
35.89
10.00

92.09
5.37
1.47

100.0

45.21
28.65
26.14

97.59
1.88
0.31

index

0.51
-.05

0.38
0.14

0.72
0.16
-.02

0.38

0.46

0.67
0.28
0.44

0.36

0.44
0.34
0.41

0.54
0.16
0.41

0.36

0.41
0.21
0.28

0.62
0.51
0.23

tests
against

MAL 10
GLR 1

MAL 10
ONP 99

MAL 10

MAL 10

CEL 5

ESL 1

CEL 12

ARG 90

INO 3

ESL 1

CEL 12

CEL 12

SUC 99

SAL 99

Differentiation tests

VPT
99

VPT
99

VPT
99

()]

99

OXI
99

[EnY

VPT
99

78

(©)4]

99

VPT

99

VPT

IND

98

IND

98

VPT IND
9 1

1 1
93 96

IND
96

25

IND
25

96

Code

00024333

00024334

00024335

00024337

00024340

00024361

00024362

00024363

00024365

00024366

00024367

00024371

00024375



Code

Taxon

Buttiauxella warmboldiae

Pantoea dispersa

Buttiauxella noackiae

00024600 Good identification

Providencia stuartii

Shigella dysenteriae (group A)
Shigella flexneri (group B)
00024700 Very good identification
Providencia stuartii

00024701 Good identification
Providencia stuartii

Pantoea dispersa

00024704 Good identification

Providencia stuartii
00024720 Good identification

Providencia stuartii
Pantoea dispersa
00024721 Very good identification
Pantoea dispersa

Providencia stuartii

00024725 Good identification

Pantoea dispersa
Providencia stuartii
00024731 Good identification
Pantoea dispersa

Buttiauxella warmboldiae

00024735 Good identification
Pantoea dispersa

00025300 Good identification
Providencia stuartii

00025321 Very good identification
Pantoea dispersa

Providencia stuartii

Citrobacter youngae

00025325 Good identification

Pantoea dispersa
Providencia stuartii

00025331 Good identification

Pantoea dispersa

ID
score

97.71
1.88
0.31

99.02
0.49
0.49

100.0

96.31
3.69

100.0

96.31
3.69

97.16
2.84

98.19
181

99.47
0.53

100.0

100.0

99.33
0.39
0.28

99.75
0.25

97.88

index

0.49
0.38
0.11

0.41
0.00
0.08

0.60

0.44
0.34

0.44

0.44
0.34

0.67
0.28

0.54
0.12

0.51
-.05

0.38

0.46

0.67
0.14
0.25

0.54
-.02

0.51

tests

against

SAL 99

CEL 5
SCI 93
RAF 7

CEL 5

CEL 5
RAF 7

CEL 5

CEL 5
RAF 7

RAF 1

RAF 1

RAF 1

MAL 10

RAF 1

CEL 5

H2S 1

H2S 1

H2S 1

1
99

VPT

99

VPT

99

VPT

99

VPT
99

VPT
99

VPT
99

VPT
99

VPT
99

IND
98

IND

98

IND

98

IND

98

PYR
70

99

IND

98

Differentiation tests

IND

98
15

Code

00024600

00024700

00024701

00024704

00024720

00024721

00024725

00024731

00024735

00025300

00025321

00025325

00025331



Code

Taxon

Citrobacter gillenii
Buttiauxella warmboldiae
00025335 Good identification
Pantoea dispersa

Citrobacter gillenii

00026223 Low discrimination
Vibrio metschnikovii

Yersinia kristensenii

Aeromonas hydrophila subsp. hydrophila
00026225 Low discrimination
Vibrio metschnikovii

Pantoea dispersa

00026227 Good identification
Vibrio metschnikovii

00026260 Good identification
Vibrio metschnikovii

00026261 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Escherichia hermannii

Vibrio metschnikovii

00026262 Good identification
Vibrio metschnikovii

00026263 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Vibrio metschnikovii

00026264 Good identification
Vibrio metschnikovii

00026265 Low discrimination
Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
00026266 Good identification
Vibrio metschnikovii

00026267 Low discrimination
Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
00026300 Good identification
Providencia stuartii

00026321 Very good identification

ID
score

1.60
0.52

97.01
3.00

58.44
21.18
20.39

55.11
44.89

100.0

100.0

47.95
31.66
15.60

100.0

75.45
24.55

100.0

74.54
25.46

100.0

74.54
25.46

100.0

index

0.23
-.05

0.38
0.15

0.40
0.05
0.22

0.40
0.21

0.40

0.38

0.42
0.29
0.44

0.38

0.42
0.44

0.38

0.44
0.26

0.38

0.44
0.26

0.51

tests
against

MAL 10

H2S 1
MAL 10

CEL 12
SUC 99

CEL 12
SuUC 99

CEL 12

CEL 12

ARG 90
INO 3

CEL 12

ARG 90
INO 3

CEL 12

CEL 12
SUC 99

CEL 12

CEL 12
SUC 99

CEL 5

Differentiation tests

VPT
99

OXl  VPT

99 93

OXI  YEP
9 1

OoXi
99

OoXi

99

(©)4]

99

VPT PYR IND

Code

00025335

00026223

00026225

00026227

00026260

00026261

00026262

00026263

00026264

00026265

00026266

00026267

00026300

00026321



Code

Taxon

Pantoea dispersa

Providencia stuartii

Serratia odorifera biovar 2

00026325 Acceptable identification

Pantoea dispersa
Serratia odorifera biovar 2
Vibrio metschnikovii
00026327 Low discrimination
Vibrio metschnikovii

Pantoea dispersa

00026331 Good identification
Pantoea dispersa

Citrobacter gillenii

Buttiauxella warmboldiae

00026335 Good identification
Pantoea dispersa

Citrobacter gillenii

00026360 Low discrimination
Vibrio metschnikovii

Providencia stuartii

00026361 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Pantoea dispersa

Vibrio metschnikovii

00026362 Good identification
Vibrio metschnikovii

00026363 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Vibrio metschnikovii

00026364 Good identification
Vibrio metschnikovii

00026366 Good identification
Vibrio metschnikovii

00026367 Low discrimination
Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
00030000 Good identification
Edwardsiella ictaluri

Hafnia alvei biovar 1

Providencia rustigianii

ID
score
98.37
0.78
0.35

94.79
351
1.22

56.10
43.90

97.88
1.60
0.52

97.01
3.00

72.54
27.46

36.15
34.44
13.80

100.0

72.37
27.64

100.0

100.0

77.46
22.54

93.66
3.62
1.37

index
0.67
0.19
0.18

0.54
0.22
0.40

0.40
0.21

0.51
0.23
-.05

0.38
0.15

0.39
0.02

0.41
0.34
0.44

0.39

0.41
0.44

0.39

0.39

0.44
0.25

0.62
0.58
0.34

tests . .
. Differentiation tests
against
LAC 1 99 70 1
1 1 98
99 99 50
LAC 1
CEL 12
SUC 99
VPT
LAC 1 99
MAL 10 1
1
VPT
LAC 1 99
MAL 10 1
CEL 12
SUC 99
OXl IND
ARG 90 99 96
INO 3 1 1
1 25
CEL 12
OXI
ARG 90 99
INO 3 1
CEL 12
CEL 12
OXI
CEL 12 1
SUC 99 99
IND
CEL 1 1
1
98

Code

00026325

00026327

00026331

00026335

00026360

00026361

00026362

00026363

00026364

00026366

00026367

00030000



Code
Taxon

00030001 Low discrimination
Hafnia alvei biovar 1

Edwardsiella ictaluri

Aeromonas enteropelogenes
00030003 Low discrimination
Aeromonas enteropelogenes
Aeromonas schubertii

Vibrio mimicus
00030005 Low discrimination
Aeromonas enteropelogenes
Aeromonas schubertii

Vibrio mimicus
00030007 Low discrimination
Aeromonas enteropelogenes
Aeromonas schubertii

Vibrio mimicus
00030010 Low discrimination
Hafnia alvei biovar 1

Edwardsiella ictaluri

Providencia rustigianii

00030011 Good identification
Hafnia alvei biovar 1

Edwardsiella ictaluri

00030020 Low discrimination
Hafnia alvei biovar 1

Vibrio parahaemolyticus

Edwardsiella ictaluri

00030021 Low discrimination
Vibrio mimicus

Aeromonas enteropelogenes

Hafnia alvei biovar 1

00030022 Low discrimination
Vibrio parahaemolyticus

Aeromonas enteropelogenes

Vibrio mimicus
00030023 Low discrimination
Vibrio mimicus

Aeromonas enteropelogenes

Vibrio parahaemolyticus

00030024 Low discrimination

Vibrio parahaemolyticus

ID
score

51.07
31.14
10.72

63.00
14.27
11.78

65.32
14.80
12.21

68.80
15.59
12.86

75.31
24.06
0.35

99.25
0.75

58.71
15.80
12.56

53.90
26.21
16.96

61.69
16.87
13.01

65.79
31.99
1.61

64.86

index

0.52
0.29
0.35

0.35
0.25
0.18

0.35
0.25
0.18

0.35
0.25
0.18

0.56
0.29
0.00

0.50
-.04

0.59
0.49
0.29

0.51
0.51
0.53

0.49
0.35
0.28

0.51
0.51
0.34

0.49

tests
against

CEL1

ARG 99

TRE 90
MAN 90

ARG 99
TRE 90
MAN 90

ARG 99
TRE 90
MAN 90

CEL1

CEL1

CEL1

ORN 90
TRE 99

ORN 96
TRE 98

ORN 90
TRE 99

ORN 96

Differentiation tests

IND OXI
1 1
1 1
99 99

IND
99

99

IND
99

99

IND
99

99

IND

98

OXI IND

99 96

IND OXI

99 99
99 99

Code

00030001

00030003

00030005

00030007

00030010

00030011

00030020

00030021

00030022

00030023

00030024



Code

Taxon

Aeromonas enteropelogenes
Vibrio mimicus
00030025 Low discrimination
Vibrio mimicus

Aeromonas enteropelogenes

Vibrio parahaemolyticus

00030026 Low discrimination
Vibrio parahaemolyticus

Aeromonas enteropelogenes

Vibrio mimicus
00030027 Low discrimination
Vibrio mimicus

Aeromonas enteropelogenes

Vibrio parahaemolyticus

00030030 Very good identification

Hafnia alvei biovar 1

Hafnia alvei

Vibrio parahaemolyticus

00030031 Acceptable identification

Hafnia alvei biovar 1
Vibrio mimicus
Hafnia alvei
00030061 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Vibrio mimicus

Aeromonas enteropelogenes
00030063 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Vibrio mimicus

Aeromonas enteropelogenes
00030120 Low discrimination
Vibrio parahaemolyticus

Aeromonas enteropelogenes

Hafnia alvei biovar 1

00030121 Low discrimination
Aeromonas enteropelogenes

Vibrio parahaemolyticus

Vibrio mimicus
00030122 Low discrimination
Vibrio parahaemolyticus

Aeromonas enteropelogenes

00030123 Low discrimination

ID

score
17.74
13.68

65.94
32.06
161

67.10
18.35
14.16

66.08
32.13
1.61

98.38
1.03
0.33

92.73
3.64
1.86

39.21
23.42
11.38

48.83
29.16
14.18

73.36
11.71
6.43

67.45
5.81
5.61

86.24
13.76

index

0.35
0.28

0.51
0.51
0.34

0.49
0.35
0.28

0.51
0.51
0.34

0.58
0.26
0.16

0.52
0.18
0.25

0.42
0.18
0.18

0.42
0.18
0.18

0.43
0.25
0.26

0.41
0.28
0.18

0.43
0.25

tests
against

TRE 98

ORN 90
TRE 99

ORN 96
TRE 98

ORN 90
TRE 99

CEL1

CEL1

ARG 90
TRE 99

ARG 90
TRE 99

ORN 96
TRE 98

ARG 99
TRE 90

ORN 96
TRE 98

Differentiation tests

(4]

99

IND

99

VPT
93
23

VPT
93
23

(©)4]

99

IND

96

OXI

99

IND
96
99

Code

00030025

00030026

00030027

00030030

00030031

00030061

00030063

00030120

00030121

00030122

00030123



Code
Taxon

Aeromonas enteropelogenes
Vibrio parahaemolyticus
Vibrio mimicus
00030124 Low discrimination
Vibrio parahaemolyticus

Aeromonas enteropelogenes
00030125 Low discrimination
Aeromonas enteropelogenes

Vibrio parahaemolyticus

Vibrio mimicus
00030126 Low discrimination
Vibrio parahaemolyticus

Aeromonas enteropelogenes
00030127 Low discrimination
Aeromonas enteropelogenes

Vibrio parahaemolyticus

Vibrio mimicus
00030163 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Vibrio cholerae

Aeromonas veronii

00030200 Low discrimination
Hafnia alvei biovar 1

Vibrio parahaemolyticus
Obesumbacterium proteus

00030201 Low discrimination
Aeromonas schubertii

Vibrio mimicus

Hafnia alvei biovar 1

00030202 Low discrimination
Vibrio parahaemolyticus

Aeromonas schubertii

Shigella dysenteriae (group A)
00030203 Low discrimination
Aeromonas schubertii

Vibrio mimicus

Aeromonas enteropelogenes
00030204 Low discrimination
Vibrio parahaemolyticus

Aeromonas schubertii

Aeromonas enteropelogenes

ID
score

80.71
6.95
6.71

86.24
13.76

79.52
6.84
6.61

86.24
13.76

81.60
7.02
6.78

71.56
8.68
8.36

49.81
14.33
13.55

35.19
29.05
17.45

59.44
13.44
9.42

43.18
35.64
17.33

65.61
14.84
8.79

index

0.41
0.28
0.18

0.43
0.25

0.41
0.28
0.18

0.43
0.25

0.41
0.28
0.18

0.41
0.13
0.08

0.64
0.54
0.34

0.58
0.51
0.58

0.54
0.40
0.28

0.58
0.51
0.51

0.54
0.40
0.35

tests
against

ARG 99
TRE 90

ORN 96
TRE 98

ARG 99

TRE 90

ORN 96

TRE 98

ARG 99

TRE 90

ARG 90
TRE 99

CEL1

CEL1

ORN 96

MAN 96

CEL1

ORN 96
MAN 96

Differentiation tests

(©)4]

99

IND

99

(©)4]

99

99

IND

99
99

IND
96

99

IND

96

OXI

99
99

IND
96

45

Code

00030124

00030125

00030126

00030127

00030163

00030200

00030201

00030202

00030203

00030204



Code
Taxon

00030205 Low discrimination
Aeromonas schubertii

Vibrio mimicus

Aeromonas enteropelogenes
00030206 Low discrimination
Vibrio parahaemolyticus

Aeromonas schubertii

Aeromonas enteropelogenes
00030207 Low discrimination
Aeromonas schubertii

Vibrio mimicus

Aeromonas enteropelogenes
00030210 Very good identification
Hafnia alvei biovar 1

Hafnia alvei

Vibrio parahaemolyticus

00030211 Acceptable identification

Hafnia alvei biovar 1
Aeromonas schubertii
Vibrio mimicus
00030220 Low discrimination
Vibrio parahaemolyticus

Vibrio mimicus

Hafnia alvei biovar 1

00030221 Good identification
Vibrio mimicus

Aeromonas enteropelogenes

Vibrio parahaemolyticus

00030222 Identification to the genus
Vibrio parahaemolyticus

Vibrio mimicus

Aeromonas enteropelogenes

00030223 Good identification
Vibrio mimicus

Aeromonas enteropelogenes

Vibrio parahaemolyticus

00030224 Identification to the genus
Vibrio parahaemolyticus

Vibrio mimicus

Aeromonas enteropelogenes

00030225 Good identification

ID
score

43.64
36.02
17.51

68.13
15.41
9.13

43.74
36.10
17.55

98.34
0.54
0.35

93.71
2.33
1.93

56.75
24.19
10.04

92.92
4.11
1.12

67.23
28.66
3.38

94.40
4.17
1.14

67.54
28.79
3.39

index

0.58
0.51
0.51

0.54
0.40
0.35

0.58
0.51
0.51

0.62
0.26
0.21

0.56
0.25
0.18

0.77
0.61
0.65

0.84
0.67
0.62

0.77
0.61
0.51

0.84
0.67
0.62

0.77
0.61
0.51

tests
against

CEL1

ORN 96

MAN 96

CEL1

CEL1

CEL1

ORN 96

ORN 90

ORN 96

ORN 90

ORN 96

Differentiation tests

IND

99
99

IND
96

99

IND

99
99

()]

99

IND

99

OXI
99
99

IND

96

OXI

99
99

IND
96
99

Code

00030205

00030206

00030207

00030210

00030211

00030220

00030221

00030222

00030223

00030224

00030225



Code

Taxon

Vibrio mimicus

Aeromonas enteropelogenes

Vibrio parahaemolyticus

00030226 Identification to the genus

Vibrio parahaemolyticus
Vibrio mimicus

Aeromonas enteropelogenes
00030227 Good identification
Vibrio mimicus

Aeromonas enteropelogenes

Vibrio parahaemolyticus

00030230 Low discrimination
Hafnia alvei biovar 1

Hafnia alvei

Vibrio parahaemolyticus

00030231 Low discrimination
Vibrio mimicus

Hafnia alvei biovar 1

Hafnia alvei
00030232 Low discrimination
Vibrio parahaemolyticus

Vibrio mimicus

Hafnia alvei biovar 1

00030233 Acceptable identification
Vibrio mimicus

Aeromonas enteropelogenes

Vibrio parahaemolyticus

00030234 Low discrimination
Vibrio parahaemolyticus

Vibrio mimicus

Hafnia alvei biovar 1

00030235 Low discrimination
Vibrio mimicus

Escherichia vulneris

Aeromonas enteropelogenes
00030236 Identification to the genus
Vibrio parahaemolyticus

Vibrio mimicus

Aeromonas enteropelogenes

00030237 Acceptable identification
Vibrio mimicus

Aeromonas enteropelogenes

ID
score
94.50
4.18
1.14

67.70
28.86
3.40

94.53
4.18
1.14

64.20
28.61
4.48

44.84
26.93
22.91

58.31
24.85
8.44

93.58
4.14
1.13

59.03
25.16
8.55

86.79
6.94
3.84

67.73
28.87
3.40

94.60
4.18

index

0.84
0.67
0.62

0.77
0.61
0.51

0.84
0.67
0.62

0.64
0.59
0.44

0.51
0.58
0.58

0.44
0.28
0.31

0.51
0.34
0.29

0.44
0.28
0.31

0.51
0.34
0.34

0.44
0.28
0.18

0.51
0.34

tests
against

ORN 90

ORN 96

ORN 90

CEL1

ORN 90
MAL 1

ORN 96
MAL 1

ORN 90
MAL 1

ORN 96
MAL 1

ORN 90
MAL 1

ORN 96
MAL 1

ORN 90
MAL 1

Differentiation tests

OXI

99

IND
99

OXI
99
99

OoXi
99
99

IND
99

99

IND

96

OXI
99

IND
96
99

IND
96
99

()
99

99

Code

00030226

00030227

00030230

00030231

00030232

00030233

00030234

00030235

00030236

00030237



Code

Taxon

Vibrio parahaemolyticus
00030240 Low discrimination
Vibrio parahaemolyticus

Hafnia alvei biovar 1

Obesumbacterium proteus

00030241 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Aeromonas schubertii

Vibrio mimicus
00030242 Good identification
Vibrio parahaemolyticus

Aeromonas schubertii

Shigella dysenteriae (group A)
00030243 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Aeromonas schubertii

Vibrio mimicus
00030244 Good identification
Vibrio parahaemolyticus

Aeromonas schubertii

00030246 Good identification
Vibrio parahaemolyticus

Aeromonas schubertii

00030260 Low discrimination
Vibrio parahaemolyticus

Hafnia alvei
Vibrio mimicus
00030261 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Vibrio mimicus

Buttiauxella noackiae

00030262 Good identification
Vibrio parahaemolyticus

Vibrio mimicus

Aeromonas hydrophila subsp. hydrophila
00030263 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Vibrio mimicus

Vibrio parahaemolyticus

00030264 Very good identification

Vibrio parahaemolyticus

ID
score

1.14

65.29
20.63
5.61

24.17
17.49
14.43

96.62
1.99
1.39

29.14
21.09
17.41

97.99
2.02

97.99
2.02

86.06
5.55
3.34

48.52
28.98
5.82

93.93
3.64
1.48

57.79
34.52
4.59

95.03

index
0.29

0.38
0.31
0.00

0.42
0.25
0.18

0.38
0.07
-.05

0.42
0.25
0.18

0.38
0.07

0.38
0.07

0.61
0.43
0.28

0.75
0.51
0.38

0.61
0.28
0.42

0.75
0.51
0.46

0.61

tests
against

ORN 96
MAN 96
ESL 10

ARG 90
MAN 99

ORN 96
MAN 96
ESL 10

ARG 90
MAN 99

ORN 96
MAN 96

ORN 96
MAN 96

ORN 96

ESL 10

ARG 90

ORN 96

ESL 10

ARG 90

ORN 96

Differentiation tests

OXI
99

IND
96

99

OXIl

99
99

IND

96

99

IND

96

IND
96

(©)4]

99

99

OoXi

99
99

VPT

23
93

VPT

93
23

IND
96

IND
96

45

IND
96

99

VPT

93
23

Code

00030240

00030241

00030242

00030243

00030244

00030246

00030260

00030261

00030262

00030263

00030264



Code

Taxon

Vibrio mimicus

Aeromonas enteropelogenes
00030265 Low discrimination
Vibrio mimicus

Aeromonas hydrophila subsp. hydrophila
Vibrio parahaemolyticus

00030266 Very good identification

Vibrio parahaemolyticus
Vibrio mimicus

Aeromonas enteropelogenes
00030267 Low discrimination
Vibrio mimicus

Aeromonas hydrophila subsp. hydrophila
Vibrio parahaemolyticus

00030270 Low discrimination
Hafnia alvei

Buttiauxella noackiae

Hafnia alvei biovar 1

00030271 Good identification
Buttiauxella noackiae

Buttiauxella warmboldiae

Hafnia alvei
00030275 Low discrimination
Buttiauxella noackiae

Escherichia vulneris

Buttiauxella warmboldiae

00030300 Low discrimination
Vibrio parahaemolyticus

Aeromonas schubertii

Providencia stuartii

00030301 Low discrimination
Aeromonas schubertii

Aeromonas enteropelogenes

Vibrio parahaemolyticus

00030302 Low discrimination
Vibrio parahaemolyticus

Aeromonas schubertii

Aeromonas enteropelogenes
00030303 Identification to the genus
Aeromonas schubertii

Aeromonas enteropelogenes

Vibrio parahaemolyticus

ID
score
3.68
0.43

67.51
12.56
8.97

95.44
3.70
0.44

71.71
13.34
9.53

56.78
22.04
11.58

92.26
2.98
1.97

89.49
3.80
2.89

52.13
27.51
7.46

86.00
8.63
1.52

62.13
32.78
4.86

88.24
8.85
1.56

index

0.28
0.18

0.51
0.59
0.46

0.61
0.28
0.18

0.51
0.59
0.46

0.43
0.23
0.31

0.57
0.28
0.42

0.44
0.24
0.16

0.48
0.40
0.24

0.58
0.41
0.33

0.48
0.40
0.25

0.58
0.41
0.33

tests
against

ESL 10

ORN 90
ESL 1

ORN 96
ESL 10

ORN 90
ESL 1

ORN 98
ESL 10

SAL 99

SAL 99

ORN 96
MAN 96

CEL1

ORN 96
MAN 96

CEL1

Differentiation tests

VPT
23
93

VPT
23
93

OXI IND
99 96
9 1

IND

99
96

IND
96

99

IND

99
96

Code

00030265

00030266

00030267

00030270

00030271

00030275

00030300

00030301

00030302

00030303



Code
Taxon

00030304 Low discrimination

Vibrio parahaemolyticus
Aeromonas schubertii

Aeromonas enteropelogenes

00030305 Identification to the genus

Aeromonas schubertii

Aeromonas enteropelogenes

Vibrio parahaemolyticus

00030306 Low discrimination

Vibrio parahaemolyticus
Aeromonas schubertii

Aeromonas enteropelogenes

00030307 Identification to the genus

Aeromonas schubertii

Aeromonas enteropelogenes

Vibrio parahaemolyticus

00030320 Low discrimination

Vibrio parahaemolyticus

Hafnia alvei

Aeromonas enteropelogenes
00030321 Low discrimination

Aeromonas enteropelogenes

Vibrio mimicus

Pantoea dispersa

00030322 Very good identification

Vibrio parahaemolyticus

Aeromonas enteropelogenes

Vibrio mimicus

00030323 Low discrimination

Aeromonas enteropelogenes

Vibrio mimicus

Vibrio parahaemolyticus

00030324 Very good identification

Vibrio parahaemolyticus

Aeromonas enteropelogenes

Vibrio mimicus

00030325 Low discrimination

Aeromonas enteropelogenes

Vibrio mimicus

Vibrio parahaemolyticus

00030326 Very good identification

ID
score

61.66
32.54
4.82

88.09
8.84
1.55

62.27
32.86
4.87

88.34
8.86
1.56

82.04
12.35
2.40

19.58
17.90
17.61

95.76
2.81
0.96

36.73
33.58
17.21

95.71
2.81
0.96

34.21
31.28
16.03

index

0.48
0.40
0.25

0.58
0.41
0.33

0.48
0.40
0.25

0.58
0.41
0.33

0.71
0.59
0.41

0.57
0.51
0.64

0.71
0.41
0.28

0.57
0.51
0.56

0.71
0.41
0.28

0.57
0.51
0.56

tests
against

ORN 96

MAN 96

CEL1

ORN 96

MAN 96

CEL1

ORN 96

ARG 99

ORN 96

ARG 99

ORN 96

ARG 99

Differentiation tests

IND
96

99

IND

99
96

IND
96

99

IND

99
96

(4]
99

99

IND
99
99

IND
96

99

OoxXil
99
99

Code

00030304

00030305

00030306

00030307

00030320

00030321

00030322

00030323

00030324

00030325

00030326



Code

Taxon

Vibrio parahaemolyticus
Aeromonas enteropelogenes
Vibrio mimicus
00030327 Low discrimination
Aeromonas enteropelogenes

Vibrio mimicus

Vibrio parahaemolyticus

00030330 Good identification
Hafnia alvei

Vibrio parahaemolyticus

Hafnia alvei biovar 1

00030331 Low discrimination
Hafnia alvei

Pantoea dispersa

Buttiauxella noackiae

00030332 Low discrimination
Vibrio parahaemolyticus

Hafnia alvei

Aeromonas enteropelogenes
00030334 Low discrimination
Vibrio parahaemolyticus

Hafnia alvei

Aeromonas enteropelogenes
00030335 Low discrimination
Pantoea dispersa

Aeromonas enteropelogenes

Vibrio mimicus
00030336 Good identification
Vibrio parahaemolyticus

Aeromonas enteropelogenes
00030343 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Aeromonas schubertii

Vibrio parahaemolyticus

00030360 Low discrimination
Vibrio parahaemolyticus

Aeromonas veronii

Hafnia alvei
00030361 Low discrimination
Aeromonas veronii

Aeromonas hydrophila subsp. hydrophila
Yokenella regensburge

ID
score
96.09
2.82
0.97

38.84
35.51
18.20

91.26
6.12
2.07

74.90
16.03
1.94

84.75
12.76
2.48

84.75
12.76
2.48

33.62
19.25
17.60

97.15
2.85

43.59
35.57
6.90

61.01
25.54
9.19

34.54
32.87
26.14

index

0.71
0.41
0.28

0.57
0.51
0.56

0.59
0.38
0.31

0.58
0.48
0.18

0.38
0.26
0.08

0.38
0.26
0.08

0.35
0.24
0.18

0.38
0.08

0.41
0.25
0.17

0.55
0.42
0.43

0.57
0.74
0.49

tests
against

ORN 96

ARG 99

ORN 98

ORN 98

ORN 96
MAL 1

ORN 96
MAL 1

LYS 1
MAL 10

ORN 96
MAL 1

ARG 90
MAN 99

ORN 96
ESL 10

SUC 99

Differentiation tests

OXI

99

VPT

85
99

(4]

99

99

OXI
99

99

IND

99
99

IND
96

96

OXI
99
99

(4]
99
99

IND

96

IND
96

99

IND
96

99

OXI

99
99

VPT
93
43

VPT

95
85

IND
99
96

IND
96
99

Code

00030327

00030330

00030331

00030332

00030334

00030335

00030336

00030343

00030360

00030361



Code
Taxon

00030362 Acceptable identification
Vibrio parahaemolyticus

Aeromonas veronii

Aeromonas hydrophila subsp. hydrophila
00030363 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Aeromonas veronii

Vibrio parahaemolyticus

00030364 Acceptable identification

Vibrio parahaemolyticus
Aeromonas veronii
Vibrio metschnikovii
00030365 Low discrimination
Yokenella regensburgei

Aeromonas veronii

Aeromonas hydrophila subsp. hydrophila
00030366 Good identification
Vibrio parahaemolyticus

Vibrio metschnikovii

Aeromonas veronii

00030367 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Vibrio parahaemolyticus

Vibrio cholerae
00030370 Low discrimination
Hafnia alvei

Buttiauxella noackiae

Vibrio parahaemolyticus

00030371 Low discrimination
Buttiauxella noackiae

Hafnia alvei

Buttiauxella warmboldiae

00030373 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Buttiauxella noackiae

Aeromonas veronii

00030375 Acceptable identification
Buttiauxella noackiae

Buttiauxella warmboldiae

Yokenella regensburgei

00030620 Low discrimination

ID
score

91.75
4.27
2.99

82.78
9.67
3.18

93.68
4.36
0.62

38.08
22.36
21.28

98.22
0.65
0.51

53.34
18.42
11.18

77.74
14.86
5.22

88.96
3.85
2.87

48.13
42.56
5.62

93.32
3.01
1.20

index

0.55
0.26
0.41

0.74
0.41
0.40

0.55
0.26
0.39

0.39
0.41
0.58

0.55
0.39
0.10

0.58
0.40
0.34

0.43
0.18
0.22

0.51
0.42
0.23

0.41
0.18
0.08

0.39
0.11
0.06

tests
against

ORN 96

ESL 10

ARG 90

ORN 96
ESL 10

ORN 99
MLB 92

ORN 96
ESL 10

ARG 90
BXY 10

ORN 98
ESL 10

SAL 99

ARG 90
MAL 1

SAL 99

Differentiation tests

VPT

95
93

VPT

93
95

OXIl

99

99

()]

99
99

(4]
99

99

VPT
93

7

(©)4]

99

OXI
99

99

(4]

VPT

95
78

IND

99
96

VPT

78
95

IND

40
96

VPT
93

95

Code

00030362

00030363

00030364

00030365

00030366

00030367

00030370

00030371

00030373

00030375

00030620



Code

Taxon

Vibrio parahaemolyticus
Vibrio mimicus

Shigella flexneri (group B)
00030621 Low discrimination
Vibrio mimicus

Escherichia vulneris

Escherichia hermannii

00030622 Low discrimination
Vibrio parahaemolyticus

Vibrio mimicus

Shigella flexneri (group B)

00030623 Acceptable identification
Vibrio mimicus

Aeromonas enteropelogenes

Escherichia coli
00030624 Low discrimination
Vibrio parahaemolyticus

Vibrio mimicus

Escherichia vulneris

00030625 Low discrimination
Escherichia vulneris

Vibrio mimicus

Aeromonas enteropelogenes
00030626 Identification to the genus
Vibrio parahaemolyticus

Vibrio mimicus

Aeromonas enteropelogenes

00030627 Acceptable identification
Vibrio mimicus

Aeromonas enteropelogenes

Escherichia vulneris

00030631 Very good identification
Escherichia vulneris

Hafnia alvei
Vibrio mimicus
00030635 Very good identification
Escherichia vulneris

Vibrio mimicus
00030661 Low discrimination
Escherichia vulneris

Escherichia hermannii

Yokenella regensburgei

ID

score
44.36
18.91
11.19

60.11
27.98
5.41

60.49
25.78
7.52

92.63
4.09
1.43

61.70
26.30
8.90

56.79
40.67
1.80

67.73
28.87
3.40

93.32
4.13
1.32

98.97
0.39
0.38

99.87
0.13

47.91
24.70
14.09

index

0.44
0.28
0.29

0.51
0.46
0.44

0.44
0.28
0.24

0.51
0.34
0.43

0.44
0.28
0.21

0.54
0.51
0.34

0.44
0.28
0.18

0.51
0.34
0.21

0.59
0.30
0.18

0.67
0.18

0.36
0.41
0.24

tests
against

ORN 96
RAF 1

ORN 90
RAF 1

ORN 96
RAF 1

ORN 90
RAF 1

ORN 96
RAF 1

MLB 99

ORN 96
RAF 1

ORN 90
RAF 1

MLB 99

MLB 99

MLB 99

Differentiation tests

99
99
1

IND
99

99

OXI

99
99

OXI
99
99

(4]

99

99

IND

99
99

IND
99
99

IND

99

IND

99

IND

99

OXl YEP
99 1
50
98

IND
96
99

OXI

99
99

OXI
99
99

PYR OXI
9 1

1 1
50 99

OXI

99

PYR

99
99

Code

00030621

00030622

00030623

00030624

00030625

00030626

00030627

00030631

00030635

00030661



Code
Taxon

00030663 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Vibrio mimicus
Escherichia coli
00030665 Acceptable identification
Escherichia vulneris

Vibrio mimicus

Yokenella regensburgei

00030671 Good identification
Escherichia vulneris

Buttiauxella noackiae

Hafnia alvei
00030675 Very good identification
Escherichia vulneris

Buttiauxella noackiae

00030720 Low discrimination
Vibrio parahaemolyticus

Hafnia alvei

Yokenella regensburgei

00030721 Low discrimination
Yokenella regensburgei

Aeromonas enteropelogenes

Hafnia alvei
00030722 Good identification
Vibrio parahaemolyticus

Aeromonas enteropelogenes
00030724 Good identification

Vibrio parahaemolyticus
Aeromonas enteropelogenes
00030726 Good identification

Vibrio parahaemolyticus
Aeromonas enteropelogenes
00030761 Acceptable identification
Yokenella regensburgei

Aeromonas veronii

Aeromonas hydrophila subsp. hydrophila
00030763 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Yokenella regensburgei

Aeromonas veronii

00031220 Low discrimination

ID
score

49.77
29.72
11.32

93.95
2.72
2.30

95.61
3.91
0.17

99.76
0.24

71.51
21.76
3.34

75.99
4.33
4.09

97.15
2.85

97.15
2.85

97.15
2.85

91.78
3.68
3.50

70.41
18.67
8.22

index

0.42
0.18
0.33

0.44
0.18
0.14

0.49
0.23
0.14

0.57
0.11

0.38
0.31
0.03

0.36
0.24
0.30

0.38
0.08

0.38
0.08

0.38
0.08

0.41
0.24
0.41

0.41
0.08
0.08

tests
against

ARG 90
RAF 1

MLB 99

MLB 99

MLB 99

ORN 96
RAF 1

ORN 99
MLB 92

ORN 96
RAF 1

ORN 96
RAF 1

ORN 96
RAF 1

ORN 99
MLB 92

ARG 90
RAF 1

Differentiation tests

OXI

99

99

IND

99

PYR

99
70

(4]
99

IND

99

(4]

99
99

OXI
99

99

VPT
93
23

PYR OXI
9 1
50 99
1 1

IND
96

OXI

99

IND

99
96

IND
96

99

Code

00030663

00030665

00030671

00030675

00030720

00030721

00030722

00030724

00030726

00030761

00030763

00031220



Code
Taxon

Vibrio parahaemolyticus
Vibrio mimicus

Hafnia alvei biovar 1
00031221 Low discrimination
Vibrio mimicus

Trabulsiella guamensis

Aeromonas enteropelogenes
00031222 Identification to the genus
Vibrio parahaemolyticus

Vibrio mimicus

Aeromonas enteropelogenes

00031223 Acceptable identification

Vibrio mimicus

Aeromonas enteropelogenes

Vibrio parahaemolyticus

00031224 Identification to the genus

Vibrio parahaemolyticus
Vibrio mimicus

Aeromonas enteropelogenes
00031225 Acceptable identification
Vibrio mimicus

Aeromonas enteropelogenes

Vibrio parahaemolyticus

00031226 Identification to the genus
Vibrio parahaemolyticus

Vibrio mimicus

Aeromonas enteropelogenes

00031227 Acceptable identification
Vibrio mimicus

Aeromonas enteropelogenes

Vibrio parahaemolyticus

00031263 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Vibrio mimicus

Vibrio parahaemolyticus

00031320 Low discrimination
Vibrio parahaemolyticus

Hafnia alvei

Aeromonas enteropelogenes
00031322 Good identification

Vibrio parahaemolyticus

ID
score

55.47
23.65
9.82

88.60
4.86
3.92

67.73
28.87
3.40

94.53
4.18
1.14

67.73
28.87
3.40

94.13
4.16
1.14

67.73
28.87
3.40

94.67
4.18
1.14

59.64
35.62
4.74

82.56
12.43
2.42

97.15

index

0.44
0.28
0.32

0.51
0.34
0.34

0.44
0.28
0.18

0.51
0.34
0.29

0.44
0.28
0.18

0.51
0.34
0.29

0.44
0.28
0.18

0.51
0.34
0.29

0.42
0.18
0.13

0.38
0.26
0.08

0.38

tests
against

ORN 96
H2S 1

ORN 90
H2S 1

ORN 96
H2S 1

ORN 90
H2S 1

ORN 96
H2S 1

ORN 90
H2S 1

ORN 96
H2S 1

ORN 90
H2S 1

ARG 90
H2S 1

ORN 96
H2S 1

ORN 96

Differentiation tests

OXI IND
99 96
99 99
1 1
OXI

99

1

99

VPT

93

23

4

OXI IND
99 96
1 1
99 99

Code

00031221

00031222

00031223

00031224

00031225

00031226

00031227

00031263

00031320

00031322



Code

Taxon

Aeromonas enteropelogenes
00031324 Good identification

Vibrio parahaemolyticus
Aeromonas enteropelogenes
00031326 Good identification

Vibrio parahaemolyticus
Aeromonas enteropelogenes
00031363 Identification to the genus

Aeromonas hydrophila subsp. hydrophila
Aeromonas veronii

Vibrio parahaemolyticus

00032021 Low discrimination

Aeromonas enteropelogenes

Budvicia aquatica

Vibrio mimicus

00032023 Acceptable identification

Aeromonas enteropelogenes

Vibrio mimicus

Vibrio vulnificus

00032025 Acceptable identification

Aeromonas enteropelogenes

Vibrio mimicus

Vibrio vulnificus

00032027 Acceptable identification

Aeromonas enteropelogenes

Vibrio mimicus

Vibrio vulnificus

00032061 Low discrimination

Aeromonas hydrophila subsp. hydrophila
Aeromonas enteropelogenes

Vibrio vulnificus

00032063 Low discrimination

Aeromonas hydrophila subsp. hydrophila
Aeromonas enteropelogenes

Vibrio vulnificus

00032161 Good identification

Aeromonas hydrophila subsp. hydrophila
00032163 Good identification

Aeromonas hydrophila subsp. hydrophila
00032201 Low discrimination

ID
score

2.85

97.15
2.85

97.15
2.85

86.57
10.11
3.32

83.93
8.12
4.07

91.26
4.42
2.00

92.50
4.48
2.03

93.43
4.53
2.05

71.83
12.34
11.46

70.25
12.07
11.21

100.0

100.0

index
0.08

0.38
0.08

0.38
0.08

0.41
0.08
0.07

0.45
0.24
0.18

0.45
0.18
0.26

0.45
0.18
0.26

0.45
0.18
0.26

0.40
0.12
0.20

0.40
0.12
0.20

0.39

0.39

tests
against

H2S 1

ORN 96
H2S 1

ORN 96
H2S 1

ARG 90
H2S 1

ARG 99
TRE 90

ARG 99
TRE 90

ARG 99
TRE 90

ARG 99
TRE 90

ARG 90
TRE 99

ARG 90
TRE 99

ARG 90

ARG 90

Differentiation tests

VPT
93
95

IND OXI
99 99

99 99

VPT
93

VPT
93

IND

Code

00031324

00031326

00031363

00032021

00032023

00032025

00032027

00032061

00032063

00032161

00032163

00032201



Code

Taxon

Vibrio vulnificus

Aeromonas enteropelogenes
Aeromonas schubertii

00032203 Low discrimination

Vibrio vulnificus

Aeromonas enteropelogenes
Aeromonas schubertii

00032205 Low discrimination

Vibrio vulnificus

Aeromonas enteropelogenes
Aeromonas schubertii

00032207 Low discrimination

Vibrio vulnificus

Aeromonas enteropelogenes
Aeromonas schubertii

00032220 Low discrimination

Aeromonas enteropelogenes

Vibrio parahaemolyticus

Vibrio mimicus

00032221 Low discrimination

Aeromonas enteropelogenes

Vibrio mimicus

Vibrio vulnificus

00032222 Low discrimination

Aeromonas enteropelogenes

Vibrio parahaemolyticus

Vibrio mimicus

00032223 Low discrimination

Aeromonas enteropelogenes

Vibrio mimicus

Vibrio vulnificus

00032224 Low discrimination

Aeromonas enteropelogenes

Vibrio parahaemolyticus

Vibrio mimicus

00032225 Low discrimination

Aeromonas enteropelogenes

Vibrio mimicus

Vibrio vulnificus

00032226 Low discrimination

Aeromonas enteropelogenes
Vibrio parahaemolyticus

ID
score
60.70
34.23
2.01

61.02
34.42
2.02

61.56
34.72
2.04

61.56
34.72
2.04

50.19
23.54
10.04

52.14
27.80
12.56

54.17
2541
10.83

53.19
28.36
12.81

58.64
2751
11.73

55.58
29.64
13.38

58.64
27.51

index

0.57
0.45
0.25

0.57
0.45
0.25

0.57
0.45
0.25

0.57
0.45
0.25

0.45
0.44
0.28

0.61
0.51
0.59

0.45
0.44
0.28

0.61
0.51
0.59

0.45
0.44
0.28

0.61
0.51
0.59

0.45
0.44

tests
against

SAL 99

SAL 99

SAL 99

SAL 99

ARG 99

ONP 90

ARG 99

ARG 99

ONP 90

ARG 99

ARG 99

ONP 90

ARG 99

ARG 99
ONP 90

Differentiation tests

98
99
1

IND
98
99

IND
98
99

IND
98
99

Code

00032203

00032205

00032207

00032220

00032221

00032222

00032223

00032224

00032225

00032226



Code

Taxon

Vibrio mimicus
00032227 Low discrimination
Aeromonas enteropelogenes

Vibrio mimicus
Vibrio vulnificus
00032230 Low discrimination
Hafnia alvei

Hafnia alvei biovar 1

Aeromonas enteropelogenes
00032231 Low discrimination
Hafnia alvei

Aeromonas enteropelogenes

Vibrio mimicus
00032241 Acceptable identification
Vibrio vulnificus

Aeromonas hydrophila subsp. hydrophila
Aeromonas enteropelogenes

00032243 Acceptable identification

Vibrio vulnificus

Aeromonas hydrophila subsp. hydrophila
Aeromonas enteropelogenes
00032245 Good identification
Vibrio vulnificus

Aeromonas enteropelogenes
Aeromonas hydrophila subsp. hydrophila
00032247 Good identification
Vibrio vulnificus

Aeromonas enteropelogenes
Aeromonas hydrophila subsp. hydrophila
00032260 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Vibrio parahaemolyticus

Vibrio metschnikovii

00032261 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Vibrio vulnificus

Escherichia hermannii

00032262 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Vibrio parahaemolyticus

Escherichia coli

00032263 Low discrimination

ID
score

11.73

55.63
29.66
13.40

63.90
27.52
4.09

35.13
24.75
13.20

91.30
7.06
121

91.10
7.05
121

97.86
1.30
0.84

97.86
1.30
0.84

32.79
29.08
11.34

79.10
12.63
4.80

31.77
28.18
18.53

index
0.28

0.61
0.51
0.59

0.38
0.31
0.12

0.37
0.27
0.18

0.51
0.40
0.12

0.51
0.40
0.12

0.51
0.12
0.24

0.51
0.12
0.24

0.40
0.28
0.42

0.73
0.53
0.43

0.40
0.28
0.38

tests
against

ARG 99

ORN 98
LAC 5

ORN 98

LAC 5

SAL 99

SAL 99

SAL 99

SAL 99

ARG 90

ONP 99

ARG 90

ARG 90
ONP 99

Differentiation tests

IND

99

IND

99
99

VPT

93

VPT

93

VPT

93

VPT

93

OoXi
99
99

OXI
99
99

(4]
99
99

OXl

99

OoxXi

99
99

VPT
93

4
78

VPT YEP
93 1
2 1

98

VPT
93

Code

00032227

00032230

00032231

00032241

00032243

00032245

00032247

00032260

00032261

00032262

00032263



Code
Taxon

Aeromonas hydrophila subsp. hydrophila
Vibrio vulnificus
Escherichia coli
00032265 Low discrimination
Vibrio vulnificus

Aeromonas hydrophila subsp. hydrophila
Aeromonas enteropelogenes

00032267 Low discrimination
Vibrio vulnificus

Aeromonas hydrophila subsp. hydrophila
Aeromonas enteropelogenes
00032273 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Vibrio vulnificus
00032321 Low discrimination
Aeromonas enteropelogenes
Aeromonas hydrophila subsp. hydrophila
Hafnia alvei
00032323 Low discrimination
Aeromonas enteropelogenes
Aeromonas hydrophila subsp. hydrophila
Vibrio mimicus
00032325 Low discrimination
Aeromonas enteropelogenes

Vibrio mimicus

Aeromonas jandaei

00032327 Low discrimination
Aeromonas enteropelogenes

Vibrio mimicus

Aeromonas jandaei

00032330 Good identification
Hafnia alvei

Citrobacter gillenii

00032331 Low discrimination
Hafnia alvei

Aeromonas enteropelogenes
Citrobacter gillenii

00032341 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Vibrio vulnificus

00032343 Low discrimination

ID
score

82.36
13.15
1.46

51.80
36.06
5.07

51.99
36.19
5.09

86.24
13.76

73.81
10.80
4.23

80.34
11.76
1.73

89.06
1.92
1.89

89.99
1.94
191

96.14
3.86

74.48
13.12
7.42

87.16
12.84

index

0.73
0.53
0.45

0.53
0.57
0.27

0.53
0.57
0.27

0.40
0.20

0.51
0.52
0.37

0.51
0.52
0.18

0.51
0.18
0.26

0.51
0.18
0.26

0.38
0.18

0.37
0.17
0.23

0.39
0.18

tests
against

ARG 90

SAL 99

SAL 99

ARG 90
MAL 1

ARG 99

ARG 99

ARG 99

ARG 99

ORN 98
LAC 5

ORN 98
LAC 5

ARG 90
MAN 99

Differentiation tests

OXl  VPT
99 93
99

1

VPT

93

VPT

93

VPT
93

OXlI VPT IND

99 1 99
99 93 96
1 85 1
VPT

1

93

23

IND OXI

1 1

99 99

1 1

VPT

93

2

Code

00032265

00032267

00032273

00032321

00032323

00032325

00032327

00032330

00032331

00032341

00032343



Code
Taxon

Aeromonas hydrophila subsp. hydrophila
Vibrio vulnificus
00032360 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Vibrio parahaemolyticus

Vibrio metschnikovii

00032361 Very good identification
Aeromonas hydrophila subsp. hydrophila
Aeromonas veronii

Yokenella regensburgei

00032362 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Vibrio parahaemolyticus

Vibrio metschnikovii

00032363 Very good identification

Aeromonas hydrophila subsp. hydrophila
Vibrio metschnikovii

Aeromonas enteropelogenes
00032365 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Vibrio metschnikovii

Aeromonas enteropelogenes

00032367 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Vibrio metschnikovii

Aeromonas enteropelogenes
00032373 Good identification
Aeromonas hydrophila subsp. hydrophila
00032622 Low discrimination
Escherichia coli

Aeromonas enteropelogenes

Vibrio parahaemolyticus

00032623 Low discrimination
Escherichia coli

Aeromonas enteropelogenes

Vibrio mimicus
00032625 Low discrimination
Escherichia vulneris

Aeromonas enteropelogenes

Vibrio mimicus

00032631 Good identification

ID
score

87.16
12.84

42.55
18.24
17.27

95.13
1.40
1.06

54.51
23.36
22.13

98.05
0.85
0.43

82.46
6.47
3.27

85.87
6.73
3.40

100.0

83.26
11.39
5.35

56.20
23.07
12.30

87.77
6.75
3.60

index

0.39
0.18

0.39
0.22
0.42

0.72
0.24
0.16

0.39
0.22
0.42

0.72
0.47
0.17

0.56
0.47
0.17

0.56
0.47
0.17

0.39

0.43
0.12
0.11

0.51
0.27
0.18

0.42
0.27
0.18

tests
against

ARG 90

MAN 99

ARG 90
ONP 99

ARG 90

ARG 90
ONP 99

ARG 90

ARG 90
BXY 10

ARG 90
BXY 10

ARG 90

SOR 88

CEL 2

SOR 88
CEL 2

MLB 99

Differentiation tests

VPT

93

2

OXl  VPT
99 93
9 4

1 78
OXI IND
99 96
99 99

1 1
OXl  VPT
99 93
9 4

1 78
OXI VPT
99 93

1 78
9 1
OXI  VPT
99 93

1 78
9 1
OXI VPT
99 93

1 78
9 1
OoXi

1

99

99

(©)4]

1

99

99

IND OXI
1 1

99 99
99 99

Code

00032360

00032361

00032362

00032363

00032365

00032367

00032373

00032622

00032623

00032625

00032631



Code
Taxon

Escherichia vulneris
Escherichia hermannii
Hafnia alvei
00032635 Good identification
Escherichia vulneris

00032661 Low discrimination
Escherichia hermannii

Escherichia vulneris

Aeromonas hydrophila subsp. hydrophila
00032663 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Escherichia coli
Vibrio vulnificus
00032671 Good identification
Escherichia vulneris

Buttiauxella gaviniae

00032675 Good identification
Escherichia vulneris

00032761 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Yokenella regensburge

00032763 Good identification
Aeromonas hydrophila subsp. hydrophila
00033261 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Vibrio vulnificus

Escherichia hermannii

00033263 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Vibrio vulnificus
00033361 Good identification
Aeromonas hydrophila subsp. hydrophila
00033363 Good identification
Aeromonas hydrophila subsp. hydrophila
00034220 Low discrimination
Vibrio parahaemolyticus

Vibrio mimicus

Hafnia alvei biovar 1

00034221 Acceptable identification

ID
score

99.72
0.16
0.12

100.0

57.68
24.13
14.39

47.58
44.82
7.60

99.08
0.92

100.0

73.20
26.80

100.0

81.94
13.08
4.98

86.24
13.76

100.0

100.0

55.43
23.63
9.81

index

0.46
0.09
0.08

0.54

0.40
0.24
0.40

0.40
0.41
0.20

0.36
0.01

0.44

0.39
0.08

0.39

0.40
0.20
0.09

0.40
0.20

0.39

0.39

0.44
0.28
0.32

tests
against

MLB 99

MLB 99

ORN 99
LYS 6

ARG 90
RAF 1

MLB 99

MLB 99

ARG 90
RAF 1

ARG 90

ARG 90
H2S 1

ARG 90
H2S 1

ARG 90

ARG 90

ORN 96
INO 1

Differentiation tests

IND
1
99
1

OXI

99

OXIl
99

99

(4]
99

OXI
99
99

VPT
93

(4]
99
99

PYR
99
99

1

IND YEP
99 98

9% 1

VPT
93

IND
96

VPT YEP
93 1
2 1

98

IND
96
99

Code

00032635

00032661

00032663

00032671

00032675

00032761

00032763

00033261

00033263

00033361

00033363

00034220

00034221



Code
Taxon

Vibrio mimicus

Aeromonas enteropelogenes

Pantoea dispersa

00034222 Identification to the genus

Vibrio parahaemolyticus

Vibrio mimicus

Aeromonas enteropelogenes

00034223 Acceptable identification

Vibrio mimicus

Aeromonas enteropelogenes

Vibrio parahaemolyticus

00034224 Identification to the genus

Vibrio parahaemolyticus

Vibrio mimicus

Aeromonas enteropelogenes

00034225 Acceptable identification

Vibrio mimicus

Aeromonas enteropelogenes

Vibrio parahaemolyticus

00034226 Identification to the genus

Vibrio parahaemolyticus

Vibrio mimicus

Aeromonas enteropelogenes

00034227 Acceptable identification

Vibrio mimicus

Aeromonas enteropelogenes

Vibrio parahaemolyticus

00034261 Low discrimination

Aeromonas hydrophila subsp. hydrophila
Vibrio mimicus

Vibrio metschnikovii

00034263 Low discrimination

Aeromonas hydrophila subsp. hydrophila
Vibrio mimicus

Vibrio metschnikovii

00034300 Good identification

Providencia stuartii

Vibrio parahaemolyticus

Aeromonas schubertii

00034321 Very good identification

Pantoea dispersa

ID
score

91.48
4.04
1.36

67.26
28.67
3.38

94.19
4.16
1.14

67.26
28.67
3.38

94.25
4.17
1.14

67.26
28.67
3.38

94.48
4.18
1.14

69.84
13.62
5.17

77.22
15.06
5.72

99.44
0.37
0.20

96.25

index

0.51
0.34
0.34

0.44
0.28
0.18

0.51
0.34
0.29

0.44
0.28
0.18

0.51
0.34
0.29

0.44
0.28
0.18

0.51
0.34
0.29

0.50
0.18
0.41

0.50
0.18
0.41

0.46
0.15
0.07

0.67

tests
against

ORN 90
INO 1

ORN 96
INO 1

ORN 90
INO 1

ORN 96
INO 1

ORN 90
INO 1

ORN 96
INO 1

ORN 90
INO 1

ARG 90
INO 3

ARG 90
INO 3

LYS 1
CEL 5

LYS 1

Differentiation tests

IND
99
99
1

OXI
99
99

(©)4]

99

99

(4]

99
99

IND

OXl
99
99
1

IND
98
96

OXI

Code

00034222

00034223

00034224

00034225

00034226

00034227

00034261

00034263

00034300

00034321



Code

Taxon

Aeromonas enteropelogenes
Vibrio mimicus
00034322 Acceptable identification
Vibrio parahaemolyticus

Aeromonas enteropelogenes

Vibrio metschnikovii

00034324 Low discrimination
Vibrio parahaemolyticus

Providencia stuartii

Pantoea dispersa

00034325 Low discrimination
Pantoea dispersa

Aeromonas enteropelogenes

Vibrio mimicus
00034326 Acceptable identification
Vibrio parahaemolyticus

Aeromonas enteropelogenes

Vibrio metschnikovii

00034331 Good identification
Pantoea dispersa

Hafnia alvei

Buttiauxella warmboldiae

00034335 Good identification
Pantoea dispersa

00034361 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Aeromonas veronii

Pantoea dispersa

00034363 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Vibrio metschnikovii

Aeromonas veronii

00036260 Good identification
Vibrio metschnikovii

00036261 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Vibrio metschnikovii

Vibrio vulnificus
00036262 Good identification
Vibrio metschnikovii

00036263 Low discrimination

ID
score
0.72
0.66

94.83
2.78
2.39

79.64
11.02
5.00

87.93
3.73
3.41

94.83
2.78
2.39

96.45
3.04
0.51

100.0

47.52
16.31
15.43

87.91
7.64
3.35

100.0

79.12
11.64
4.12

100.0

index

0.24
0.18

0.38
0.08
0.32

0.38
0.14
0.21

0.54
0.24
0.18

0.38
0.08
0.32

0.51
0.25
-.05

0.38

0.49
0.24
0.34

0.49
0.41
0.08

0.38

0.48
0.44
0.20

0.38

tests
against

ORN 96
INO 1

ORN 96
INO 1

LYS 1

ORN 96
INO 1

LYS 1
MAL 10

LYS 1

ARG 90
INO 3

ARG 90
INO 3

CEL 12

ARG 90

INO 3

CEL 12

Differentiation tests

99
99

OXI
99
99

OXI
99

[N

IND

99
99

(4]
99
99

VPT

99

OXI
99
99

OoXi

99

99

OXI
99

99

99
99

VPT IND
4 96
1 98
9 1

OoxXi

99
99

IND
96
99

VPT
93
78

Code

00034322

00034324

00034325

00034326

00034331

00034335

00034361

00034363

00036260

00036261

00036262

00036263



Code
Taxon

Aeromonas hydrophila subsp. hydrophila
Vibrio metschnikovii

Vibrio vulnificus
00036264 Good identification
Vibrio metschnikovii

00036265 Low discrimination
Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
Serratia odorifera biovar 2

00036266 Good identification
Vibrio metschnikovii

00036267 Low discrimination
Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
Vibrio vulnificus
00036321 Low discrimination
Serratia odorifera biovar 2

Pantoea dispersa

Aeromonas enteropelogenes

00036325 Acceptable identification

Serratia odorifera biovar 2
Aeromonas enteropelogenes
Vibrio metschnikovii
00036360 Low discrimination
Vibrio metschnikovii

Serratia odorifera biovar 2

00036362 Good identification
Vibrio metschnikovii

00036363 Low discrimination
Aeromonas hydrophila subsp. hydrophila
Vibrio metschnikovii

Serratia odorifera biovar 2

00036364 Low discrimination
Vibrio metschnikovii

Serratia odorifera biovar 2

00036365 Acceptable identification
Serratia odorifera biovar 2

Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila

00036366 Good identification

ID
score

83.39
12.27
4.35

100.0

37.38
28.24
21.14

100.0

47.40
35.80
16.80

76.52
14.01
4.45

93.45
2.93
2.00

83.13
16.87

100.0

84.09
14.52
1.39

72.62
27.38

91.44
5.21
3.35

index

0.48
0.44
0.20

0.38

0.44
0.32
0.14

0.38

0.44
0.32
0.20

0.38
0.34
0.17

0.42
0.17
0.40

0.38
0.02

0.38

0.47
0.44
0.02

0.38
0.06

0.39
0.44
0.31

tests
against

ARG 90
INO 3

CEL 12

CEL 12
SUC 99

CEL 12

CEL 12
SUC 99

SOR 99
MLB 96

SOR 99
MLB 96

CEL 12
SUC 99

CEL 12

ARG 90
INO 3

CEL 12
SUC 99

SOR 99
MLB 96

Differentiation tests

OXI
99
1
99

OXI

99

()]

99
99

(4]

99

()]

99

OoXi
99

(©)4]

99

VPT
93
78

2

VPT
78
93

VPT
99
99

VPT
99

78

Code

00036264

00036265

00036266

00036267

00036321

00036325

00036360

00036362

00036363

00036364

00036365

00036366



Code
Taxon

Vibrio metschnikovii
00036367 Low discrimination
Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
Serratia odorifera biovar 2

00040000 Good identification
Providencia rustigianii

Tatumella ptyseos

Proteus penneri
00040001 Low discrimination
Providencia rustigianii

Tatumella ptyseos

Shigella dysenteriae (group A)
00040002 Low discrimination
Providencia rustigianii

Vibrio hollisae

Tatumella ptyseos

00040003 Low discrimination
Shigella dysenteriae (group A)
Providencia rustigianii

Vibrio hollisae
00040004 Low discrimination
Providencia rustigianii

Vibrio hollisae

Tatumella ptyseos

00040005 Low discrimination
Providencia rustigianii

Vibrio hollisae

Tatumella ptyseos

00040006 Low discrimination
Vibrio hollisae

Providencia rustigianii

Tatumella ptyseos

00040010 Good identification
Providencia rustigianii

Tatumella ptyseos

Proteus penneri
00040014 Low discrimination
Providencia rustigianii

Vibrio hollisae

Tatumella ptyseos

ID
score

100.0

54.92
35.34
9.74

91.16
6.44
0.98

85.68
6.06
4.32

48.20
44.56
3.41

51.35
20.89
19.31

85.34
7.17
6.03

82.11
6.90
5.80

88.37
10.62
0.75

91.14
6.44
0.98

85.41
7.18
6.04

index

0.38

0.44
0.31
0.06

0.96
0.80
0.65

0.62
0.47
0.45

0.62
0.67
0.47

0.40
0.29
0.34

0.80
0.67
0.64

0.46
0.34
0.31

0.67
0.46
0.31

0.62
0.47
0.32

0.46
0.34
0.31

tests

against

CEL 12

CEL 12

SUC 99

ONP 1

GLR 1

Suc1

TRE 90

BXY 10

ONP 1

BXY 10

Suc1

MAL 1

MAL 1
BXY 10

Differentiation tests

OXI

99

IND
98

IND
98

45

(4]

99

()]

99

(©)4]

IND
98

IND
98
79

IND
98
79

IND
98
79

IND
79
98

IND
98
79

Code

00036367

00040000

00040001

00040002

00040003

00040004

00040005

00040006

00040010

00040014



Code
Taxon

00040020 Low discrimination
Providencia rustigianii

Yersinia aldovae

Shigella flexneri (group B)

00040021 Low discrimination
Budvicia aquatica

Aeromonas ichthiosmia

Shigella boydii (group C)

00040022 Low discrimination
Shigella flexneri (group B)

Shigella boydii (group C)

Providencia rustigianii

00040023 Low discrimination
Aeromonas ichthiosmia

Shigella boydii (group C)

Vibrio metschnikovii

00040024 Low discrimination
Yersinia aldovae

Providencia rustigianii

Vibrio hollisae
00040025 Low discrimination
Aeromonas ichthiosmia

Budvicia aquatica

Yersinia aldovae
00040027 Low discrimination
Aeromonas ichthiosmia

Vibrio metschnikovii

Aeromonas sobria

00040040 Low discrimination
Providencia rustigianii

Proteus vulgaris

Tatumella ptyseos

00040044 Low discrimination
Providencia rustigianii

Vibrio hollisae

Tatumella ptyseos

00040061 Low discrimination
Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
Serratia marcescens biovar 1

00040062 Low discrimination

ID
score

42.95
40.63
6.39

26.65
26.46
15.67

42.64
37.28
5.88

64.87
18.92
5.89

63.36
29.77
2.50

70.54
7.90
6.91

87.23
7.91
1.71

80.61
11.08
5.70

83.97
7.06
5.93

41.48
24.21
9.20

index

0.62
0.74
0.60

0.43
0.51
0.38

0.55
0.49
0.29

0.51
0.33
0.55

0.64
0.46
0.34

0.51
0.27
0.31

0.51
0.55
0.25

0.62
0.57
0.47

0.46
0.34
0.31

0.59
0.45
0.26

tests
against

MAN 1

Suc 1
LAC 87

SuUC 1

ARG 99
TRE 90

ARG 99
TRE 90

ARG 99
TRE 90

ESL 1

ESL 1
BXY 10

TRE 99

Differentiation tests

PYR IND
1 98
9 1

1 50
OXl  VPT
1 1

99 99

1 1
OXI VPT
99 99

1 1

1 78
OXI PYR
1 99

1 1

99 50
IND PYR
99 50

1 1

1 99
(©)4]

99

1

99

IND

98

50

1

OXI IND
1 98
99 79

1 1
OXI IND
1 25
99 96

1 1

IND

98
79

OoxXl
99

Code

00040020

00040021

00040022

00040023

00040024

00040025

00040027

00040040

00040044

00040061

00040062



Code

Taxon

Vibrio metschnikovii
Shigella flexneri (group B)
Shigella boydii (group C)
00040063 Low discrimination
Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
Escherichia coli
00040065 Low discrimination
Vibrio metschnikovii

Yersinia pestis

Aeromonas hydrophila subsp. hydrophila
00040066 Good identification
Vibrio metschnikovii

Vibrio hollisae
00040067 Low discrimination
Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
Aeromonas ichthiosmia

00040100 Good identification
Providencia rustigianii

Providencia alcalifaciens

Tatumella ptyseos

00040101 Identification to the genus
Providencia rustigianii

Providencia alcalifaciens

Providencia stuartii

00040102 Low discrimination
Providencia rustigianii

Providencia alcalifaciens

Vibrio hollisae
00040104 Very good identification
Providencia rustigianii

Tatumella ptyseos

Providencia alcalifaciens

00040110 Acceptable identification
Providencia rustigianii

Providencia alcalifaciens

Tatumella ptyseos

00040120 Low discrimination
Providencia rustigianii

Providencia alcalifaciens

Yersinia aldovae

ID

score
51.22
20.46
17.89

54.28
31.68
3.49

74.15
5.17
4.81

95.16
4.85

80.59
5.23
5.05

92.72
5.65
0.76

88.55
5.40
4.36

88.20
5.38
4.67

97.44
0.80
0.54

92.76
5.66
0.76

79.05
9.74
4.28

index

0.54
0.22
0.16

0.59
0.45
0.31

0.59
0.20
0.30

0.54
0.00

0.59
0.30
0.18

0.83
0.59
0.52

0.50
0.26
0.35

0.50
0.26
0.34

0.67
0.36
0.26

0.50
0.26
0.19

0.50
0.31
0.41

tests
against

TRE 99

TRE 99

TRE 99

TRE 99

TRE 99

ONP 1

GLR 1

BXY 10

MAL 1

MAN 1

Differentiation tests

OXl  VPT

99 93

OXl IND

99 96

OXI

99

(4]

99
99

IND
98
99

OoXi

99

IND

99

IND
98
99

PYR IND
1 98
1 99
9 1

Code

00040063

00040065

00040066

00040067

00040100

00040101

00040102

00040104

00040110

00040120



Code
Taxon

00040121 Low discrimination

Aeromonas ichthiosmia

Vibrio metschnikovii

Providencia rustigianii

00040123 Low discrimination

Aeromonas ichthiosmia

Vibrio metschnikovii

Vibrio cholerae

00040125 Low discrimination

Aeromonas ichthiosmia

Vibrio metschnikovii

Vibrio cholerae

00040126 Low discrimination

Vibrio metschnikovii

Aeromonas ichthiosmia

Providencia rustigianii

00040127 Low discrimination

Aeromonas ichthiosmia

Vibrio metschnikovii

Vibrio cholerae

00040140 Low discrimination

Providencia rustigianii

Pragia fontium

Proteus vulgaris

00040160 Low discrimination

Vibrio metschnikovii

Providencia rustigianii

Pragia fontium

00040162 Acceptable identification

Vibrio metschnikovii

Vibrio fluvialis

Aeromonas veronii

00040163 Low discrimination

Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
Vibrio fluvialis

00040164 Low discrimination

Vibrio metschnikovii

Providencia rustigianii

Vibrio fluvialis

00040165 Low discrimination

ID
score

20.35
17.30
13.38

36.45
30.98
12.20

35.28
29.98
11.81

60.05
16.68
10.97

38.50
32.72
12.89

65.24
20.79
8.97

33.15
30.66
9.77

93.14
3.88
2.98

53.74
26.72
7.05

82.71
8.50
3.45

index

0.35
0.55
0.17

0.35
0.55
0.26

0.35
0.55
0.26

0.50
0.19
0.01

0.35
0.55
0.26

0.50
0.43
0.45

0.54
0.17
0.09

0.54
0.18
0.02

0.59
0.45
0.32

0.54
0.01
0.18

tests
against

ARG 99
SCI 10
TRE 90

ARG 99
SCI 10
TRE 90

ARG 99
SCI 10
TRE 90

TRE 99

ARG 99
SCI 10
TRE 90

ESL 1

TRE 99

TRE 99

TRE 99

TRE 99

Differentiation tests

OXI
99

OXI
99

99

OXIl
99

99

()]

99

(4]

99

99

PYR

99

PYR

50

99

OoXi

99
99

(©)4]

99
99

(©)4]

99

(4]

VPT
99
78

VPT
78
99

IND
98

50

IND

25
98

VPT

78

95

VPT

78
93

VPT

Code

00040121

00040123

00040125

00040126

00040127

00040140

00040160

00040162

00040163

00040164

00040165



Code

Taxon

Vibrio metschnikovii
Serratia entomophila
Vibrio fluvialis
00040166 Good identification
Vibrio metschnikovii

Vibrio fluvialis
00040167 Low discrimination
Vibrio metschnikovii

Vibrio fluvialis
Vibrio cholerae
00040200 Good identification
Tatumella ptyseos

Proteus myxofaciens

Proteus penneri
00040201 Low discrimination
Tatumella ptyseos

Shigella dysenteriae (group A)
Providencia stuartii

00040202 Low discrimination
Tatumella ptyseos

Shigella dysenteriae (group A)

Proteus myxofaciens

00040203 Low discrimination
Shigella dysenteriae (group A)
Aeromonas ichthiosmia

Tatumella ptyseos

00040204 Good identification
Tatumella ptyseos

Yersinia aldovae

Proteus myxofaciens

00040205 Low discrimination
Tatumella ptyseos

Aeromonas ichthiosmia

Aeromonas schubertii

00040206 Low discrimination
Tatumella ptyseos

Vibrio hollisae

Shigella dysenteriae (group A)
00040207 Low discrimination
Aeromonas ichthiosmia

Aeromonas schubertii

Vibrio metschnikovii

ID
score
51.69
28.28
6.78

96.00
4.00

78.17
10.26
4.60

93.43
1.67
1.30

61.70
29.82
2.11

60.60
33.66
1.09

81.58
8.91
3.46

93.34
2.14
1.67

66.12
15.47
4.77

79.21
7.09
4.00

59.53
18.34
10.91

index

0.59
0.18
0.32

0.54
0.18

0.59
0.32
0.16

0.99
0.67
0.67

0.65
0.61
0.44

0.65
0.62
0.34

0.56
0.51
0.32

0.83
0.64
0.51

0.49
0.51
0.40

0.49
0.34
0.28

0.51
0.40
0.60

tests
against

TRE 99

TRE 99

TRE 99

ONP 1

GLR 1

SuC1

BXY 10

ONP 1
BXY 10

GLR 1
BXY 10

ARG 99
MAN 90

Differentiation tests

1

1

99

OXI

99

OXI

99
99

VPT

99

IND

45
98

VPT

99

(©)4]

99

PYR

99

IND

99

(©)4]

99

(4]

99
99

78
99
1

VPT

99

VPT

99

OXI

99
99

IND
99

25

Code

00040166

00040167

00040200

00040201

00040202

00040203

00040204

00040205

00040206

00040207



Code
Taxon

00040210 Good identification
Tatumella ptyseos

Proteus myxofaciens

Proteus penneri
00040214 Acceptable identification
Tatumella ptyseos

Yersinia aldovae

Proteus myxofaciens

00040220 Low discrimination
Yersinia aldovae

Tatumella ptyseos

Shigella boydii (group C)

00040221 Low discrimination
Aeromonas ichthiosmia

Vibrio metschnikovii

Yersinia rohdei
00040222 Low discrimination
Shigella boydii (group C)

Shigella flexneri (group B)

Vibrio metschnikovii

00040223 Low discrimination
Aeromonas ichthiosmia

Vibrio metschnikovii

Aeromonas sobria

00040224 Low discrimination
Yersinia aldovae

Tatumella ptyseos

Vibrio metschnikovii

00040225 Low discrimination
Aeromonas ichthiosmia

Vibrio metschnikovii

Aeromonas sobria

00040226 Low discrimination
Vibrio metschnikovii

Aeromonas ichthiosmia

Yersinia aldovae
00040227 Low discrimination
Aeromonas ichthiosmia

Vibrio metschnikovii

Aeromonas sobria

00040230 Low discrimination

ID
score

93.29
1.67
1.30

93.41
2.14
1.67

61.27
15.20
11.93

24.11
24.06
11.05

51.06
20.92
1451

35.44
35.37
7.66

75.77
8.36
8.26

37.85
37.77
8.18

67.31
15.92
6.24

40.55
40.47
8.76

index

0.65
0.34
0.34

0.49
0.31
0.18

0.84
0.65
0.67

0.67
0.88
0.63

0.62
0.60
0.83

0.67
0.88
0.58

0.74
0.49
0.83

0.67
0.88
0.58

0.83
0.51
0.41

0.67
0.88
0.58

tests

against

MAL 1

MAL 1
BXY 10

ARG 99

SuC1

ARG 99

ARG 99

ARG 99

Differentiation tests

VPT

99

PYR VPT

1 5

9 1

1 99

PYR
99

OXI IND
99 99
25

OXI
99

99

PYR
99

50

OoXi
99

99

OXI IND

99 99

(©)4]

99

99

PYR

Code

00040210

00040214

00040220

00040221

00040222

00040223

00040224

00040225

00040226

00040227

00040230



Code

Taxon

Edwardsiella hoshinae
Yersinia aldovae
Tatumella ptyseos
00040232 Low discrimination
Edwardsiella hoshinae

Shigella boydii (group C)

Shigella flexneri (group B)

00040234 Low discrimination
Yersinia aldovae

Tatumella ptyseos

Vibrio metschnikovii

00040236 Low discrimination
Vibrio metschnikovii

Aeromonas ichthiosmia

Edwardsiella hoshinae

00040240 Low discrimination
Tatumella ptyseos

Proteus vulgaris

Proteus myxofaciens

00040243 Low discrimination
Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
Shigella dysenteriae (group A)
00040244 Low discrimination
Tatumella ptyseos

Vibrio metschnikovii

Yersinia aldovae
00040245 Low discrimination
Vibrio metschnikovii

Tatumella ptyseos

Yersinia pestis
00040246 Low discrimination
Vibrio metschnikovii

Tatumella ptyseos

Vibrio hollisae
00040247 Low discrimination
Vibrio metschnikovii

Aeromonas caviae

Aeromonas hydrophila subsp. hydrophila
00040260 Low discrimination
Vibrio metschnikovii

Yersinia pestis

ID
score
51.82
28.29
7.02

76.39
12.00
4.92

69.65
7.68
7.59

58.59
13.86
13.26

87.68
5.50
1.57

56.96
16.45
16.17

89.22
3.20
2.04

69.75
9.24
7.36

75.70
21.32
191

85.40
5.36
2.74

50.10
22.25

index

0.46
0.51
0.32

0.38
0.28
0.27

0.41
0.16
0.49

0.49
0.18
0.04

0.65
0.51
0.34

0.64
0.45
0.22

0.49
0.59
0.31

0.64
0.16
0.28

0.59
0.16
0.00

0.64
0.24
0.30

0.87
0.61

tests
against

ORN 95
LYS 99

ORN 95

LYS 99

MAL 1

MAL 1

ESL 1

MAN 98

ESL 1

BXY 10

MAN 98

MAN 98

MAN 98

Differentiation tests

99

PYR
99

50

OXI

99

VPT

99

()]

99

PYR

50
99

PYR
50

99

(©)4]

99

(4]

99
99

VPT
78
99

VPT
78
93

VPT
78

93

Code

00040232

00040234

00040236

00040240

00040243

00040244

00040245

00040246

00040247

00040260



Code

Taxon

Yersinia aldovae
00040261 Low discrimination
Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
Serratia marcescens biovar 1
00040262 Good identification
Vibrio metschnikovii

Shigella boydii (group C)

Vibrio fluvialis
00040263 Low discrimination
Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
Vibrio fluvialis
00040264 Low discrimination
Vibrio metschnikovii

Yersinia pestis
Yersinia aldovae
00040265 Low discrimination
Vibrio metschnikovii

Yersinia pestis

Aeromonas hydrophila subsp. hydrophila
00040266 Very good identification
Vibrio metschnikovii

Vibrio fluvialis

Aeromonas caviae

00040267 Low discrimination
Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
Vibrio fluvialis
00040271 Very good identification
Pantoea agglomerans

Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
00040272 Low discrimination
Vibrio metschnikovii

Edwardsiella hoshinae

Vibrio fluvialis
00040274 Low discrimination
Vibrio metschnikovii

Pantoea agglomerans

Yersinia pestis

00040275 Low discrimination

ID
score

10.44

44.89
26.19
9.96

92.46
1.85
1.64

58.09
33.90
3.24

78.86
11.67
411

76.86
5.36
4.98

97.41
1.73
0.18

84.43
5.47
4.71

96.94
1.32
0.77

82.39
10.49
4.47

68.28
11.98
10.11

T
index

0.51

0.92
0.79
0.59

0.87
0.28
0.45

0.92
0.79
0.59

0.87
0.53
0.41

0.92
0.53
0.63

0.87
0.45
0.21

0.92
0.63
0.59

0.57
0.59
0.45

0.54
0.04
0.20

0.54
0.08
0.20

tests

against

ART 99

MAL 1

MAL 1

Differentiation tests

OXI

99

OXI

99

OXIl

99
99

(4]

99

()]

99
99

OoXi

99
99

OoXi

99

(©)4]

99

IND
25
96

VPT
78
93

IND
25

96

VPT
78
93

IND

25
96

Code

00040261

00040262

00040263

00040264

00040265

00040266

00040267

00040271

00040272

00040274

00040275



Code
Taxon

Pantoea agglomerans

Vibrio metschnikovii

Vibrio fluvialis

00040276 Acceptable identification

Vibrio metschnikovii
Vibrio fluvialis
00040277 Low discrimination

Vibrio metschnikovii

Vibrio fluvialis

Pantoea agglomerans

00040300 Low discrimination

Providencia stuartii

Tatumella ptyseos

Proteus myxofaciens

00040301 Low discrimination

Providencia stuartii

Tatumella ptyseos

Proteus myxofaciens

00040302 Low discrimination

Providencia stuartii

Tatumella ptyseos

Proteus myxofaciens

00040303 Low discrimination

Aeromonas schubertii

Vibrio metschnikovii

Providencia stuartii

00040304 Low discrimination

Providencia stuartii

Tatumella ptyseos

Proteus myxofaciens

00040305 Low discrimination

Providencia stuartii

Aeromonas schubertii

Vibrio metschnikovii

00040307 Low discrimination

Aeromonas schubertii

Vibrio metschnikovii

Aeromonas ichthiosmia

00040310 Low discrimination

Providencia stuartii

Tatumella ptyseos

ID
score

85.51
10.46
1.79

94.86
5.15

69.26
11.83
11.55

50.02
24.76
21.72

87.13
3.92
3.44

45.03
22.29
19.55

31.12
19.27
17.80

50.04
24.77
21.73

68.76
10.93
6.77

43.23
26.77
15.59

50.06
24.78

index

0.41
0.59
0.34

0.54
0.20

0.59
0.34
0.13

0.79
0.70
0.67

0.63
0.37
0.34

0.46
0.37
0.34

0.40
0.60
0.30

0.63
0.55
0.51

0.47
0.40
0.60

0.40
0.60
0.35

0.46
0.37

tests
against

ART 99
BXY 10

MAL 1

MAL 1

INO 95

INO 95
ONP 10

INO 95
GLR 1

LYS 93
SuC1

INO 95
BXY 10

INO 95
ONP 10
BXY 10

LYS 93
SucC1

INO 95
MAL 1

Differentiation tests

OXI

1

1

99

OXI

99

OXI

99

IND
98

IND
98

IND
98

(4]
99

IND
98

(©)4]

99

(4]

99

99

IND

98
1

VPT

99

VPT

99

VPT

99

IND

25
98

VPT

99

IND
98

25

IND

25
99

VPT

Code

00040276

00040277

00040300

00040301

00040302

00040303

00040304

00040305

00040307

00040310



Code

Taxon

Proteus myxofaciens
00040320 Low discrimination
Providencia stuartii

Vibrio metschnikovii

Yersinia aldovae
00040321 Low discrimination
Vibrio metschnikovii

Aeromonas veronii

Pantoea dispersa

00040322 Low discrimination
Vibrio metschnikovii

Vibrio fluvialis
Vibrio furnissii
00040323 Low discrimination
Vibrio metschnikovii

Vibrio fluvialis
Vibrio furnissii
00040324 Low discrimination
Vibrio metschnikovii

Providencia stuartii

Yersinia aldovae
00040325 Low discrimination
Vibrio metschnikovii

Vibrio fluvialis
Vibrio furnissii
00040326 Identification to the genus
Vibrio metschnikovii

Vibrio fluvialis
Vibrio furnissii
00040327 Low discrimination
Vibrio metschnikovii

Vibrio fluvialis
Vibrio furnissii
00040332 Low discrimination
Vibrio metschnikovii

Vibrio furnissii

Edwardsiella hoshinae

00040334 Low discrimination
Vibrio metschnikovii

Vibrio furnissii

Providencia stuartii

00040336 Identification to the genus

ID
score

21.74

64.23
16.19
5.77

31.84
24.10
11.32

78.26
4.94
4.29

54.83
10.90
10.38

56.97
25.11
5.07

53.70
10.67
10.16

85.76
5.41
4.70

59.14
11.75
11.19

51.35
27.57
11.17

37.66
20.22
16.60

index
0.34

0.63
0.83
0.51

0.88
0.59
0.64

0.83
0.50
0.37

0.88
0.64
0.52

0.83
0.47
0.41

0.88
0.64
0.52

0.83
0.50
0.37

0.88
0.64
0.52

0.50
0.21
0.04

0.50
0.21
0.14

tests

against

INO 95
MAN 10

MAL 1

MAL 1

Differentiation tests

PYR

50
99

OXI

99

OXIl

99
99

(4]

99
99

PYR
50

99

()]

99
99

OoXi

99
99

OoXi

99
99

(©)4]

99

(4]

99

99

IND
98
25

IND
25
99

IND
25
98

Code

00040320

00040321

00040322

00040323

00040324

00040325

00040326

00040327

00040332

00040334

00040336



Code
Taxon

Vibrio metschnikovii
Vibrio furnissii
Vibrio fluvialis
00040340 Low discrimination
Providencia stuartii

Tatumella ptyseos

Pantoea terrea
00040342 Low discrimination
Vibrio metschnikovii

Providencia stuartii

Tatumella ptyseos

00040343 Low discrimination
Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
Vibrio fluvialis
00040345 Low discrimination
Vibrio metschnikovii

Serratia entomophila

Vibrio fluvialis
00040346 Very good identification
Vibrio metschnikovii

Vibrio fluvialis
00040347 Low discrimination
Vibrio metschnikovii

Vibrio fluvialis

Aeromonas caviae

00040360 Low discrimination
Vibrio metschnikovii

Aeromonas veronii

Serratia entomophila

00040361 Low discrimination
Serratia entomophila

Aeromonas veronii

Vibrio metschnikovii

00040362 Good identification

Vibrio metschnikovii
Vibrio fluvialis
Aeromonas veronii
00040363 Low discrimination
Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila

ID
score

57.80
31.03
11.17

34.03
16.85
15.14

76.02
7.63
3.78

68.68
16.90
4.46

64.50
17.47
4.19

97.98
2.02

85.59
5.56
2.66

66.24
19.05
4.41

51.70
18.26
16.68

91.76
3.82
2.93

54.70
27.19

index

0.50
0.21
0.25

0.46
0.37
0.34

0.59
0.12
0.04

0.64
0.45
0.32

0.64
0.18
0.32

0.59
0.18

0.64
0.32
0.19

0.87
0.51
0.31

0.64
0.66
0.93

0.87
0.52
0.35

0.93
0.78

tests
against

MAL 1

INO 95

ESL1

MAN 98

MAN 98

MAN 98

MAN 98

MAN 98

SAL 99

Differentiation tests

(©)4]
1
99
99

IND
98

IND

25

98

OXI

99
99

()]

99

()]

99

(4]

99
99

OoXi

99

(©)4]

99

(4]

99
99

(4]

99

VPT

99

VPT
78
93

VPT
78
99

IND
25
99

IND

99
25

VPT
78

95

VPT

78
93

Code

00040340

00040342

00040343

00040345

00040346

00040347

00040360

00040361

00040362

00040363



Code

Taxon

Vibrio fluvialis
00040364 Good identification
Vibrio metschnikovii

Vibrio fluvialis

Aeromonas veronii

00040365 Low discrimination
Vibrio metschnikovii

Serratia entomophila

Vibrio fluvialis
00040366 Very good identification
Vibrio metschnikovii

Vibrio fluvialis

Aeromonas veronii

00040367 Low discrimination
Vibrio metschnikovii

Vibrio fluvialis

Aeromonas hydrophila subsp. hydrophila
00040371 Very good identification

Pantoea agglomerans
Serratia entomophila
Aeromonas veronii
00040372 Low discrimination
Vibrio metschnikovii

Vibrio fluvialis

Pantoea agglomerans

00040373 Low discrimination
Pantoea agglomerans

Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
00040374 Low discrimination
Vibrio metschnikovii

Pantoea agglomerans

Vibrio fluvialis
00040375 Acceptable identification
Pantoea agglomerans

Vibrio metschnikovii

Serratia entomophila

00040376

Vibrio metschnikovii
Vibrio fluvialis

00040377 Low discrimination

Identification to the genus

ID
score

7.18

91.23
3.80
2.92

52.46
28.70
6.89

95.19
3.97
0.34

79.96
10.49
4.42

97.81
1.07
0.38

77.92
9.94
9.65

72.74
12.61
6.27

54.53
36.77
6.96

93.36
2.97
1.63

88.69
11.32

T
index

0.65

0.87
0.52
0.35

0.93
0.51
0.65

0.87
0.52
0.19

0.93
0.65
0.62

0.67
0.31
0.33

0.54
0.26
0.05

0.39
0.59
0.45

0.54
0.18
0.26

0.51
0.59
0.18

0.54
0.26

tests

against

ART 99

MAL 1

ART 99
GLR 2

MAL 1

ART 99
BXY 10

MAL 1

Differentiation tests

99

OXI

99
99

OXI

99

OXIl

99
99

(4]

99
99

IND

99

()]

99

OoXi

99

OoXi

99

(4]

99

(4]

1

VPT
78

95

VPT

78
99

VPT

78

95

VPT
78

93

OXI

99

IND

25
96

Code

00040364

00040365

00040366

00040367

00040371

00040372

00040373

00040374

00040375

00040376

00040377



Code

Taxon

Vibrio metschnikovii
Pantoea agglomerans
Vibrio fluvialis
00040400 Low discrimination
Providencia rustigianii

Tatumella ptyseos

Proteus penneri
00040404 Low discrimination
Providencia rustigianii

Tatumella ptyseos

Vibrio hollisae
00040420 Low discrimination
Shigella flexneri (group B)

Providencia rustigianii

Yersinia aldovae
00040422 Good identification
Shigella flexneri (group B)

Shigella boydii (group C)
Escherichia coli
00040423 Low discrimination
Escherichia coli

Shigella flexneri (group B)

Pantoea stewartii subsp. stewartii
00040500 Low discrimination
Providencia rustigianii

Tatumella ptyseos

Providencia alcalifaciens

00040600 Very good identification
Tatumella ptyseos

Providencia stuartii

Proteus myxofaciens

00040601 Low discrimination
Tatumella ptyseos

Pantoea stewartii subsp. stewartii
Shigella dysenteriae (group A)
00040602 Acceptable identification
Tatumella ptyseos

Shigella dysenteriae (group A)

Shigella flexneri (group B)

00040604 Very good identification
Tatumella ptyseos

Providencia stuartii

ID

score
45.01
28.85
18.09

52.73
45.60
0.56

50.87
43.99
4.28

75.63
7.71
7.29

97.58
1.29
0.36

31.36
28.38
19.34

83.36
8.34
5.08

99.16
0.19
0.15

72.96
20.92
2.88

90.92
4.13
4.09

99.24
0.19

index
0.59
0.23
0.40

0.62
0.65
0.32

0.46
0.49
0.34

0.57
0.29
0.41

0.52
0.16
0.29

0.37
0.19
0.00

0.50
0.37
0.26

0.83
0.41
0.34

0.50
0.34
0.27

0.50
0.28
0.36

0.68
0.25

tests
against

MAL 1

RAF 1

RAF 1
BXY 10

Suc1

Suc1

SOR 88
TRE 95

RAF 1

RAF 11

RAF 11
ONP 1

RAF 11
GLR 1

RAF 11
BXY 10

Differentiation tests

=

99

IND
98

OXI

99

PYR

99

YEP

99

IND
98

99

IND

98

YEP

99

PYR
1
1

IND
98

79

IND
50
98

IND
92
50

VPT

99

IND
1
98

Code

00040400

00040404

00040420

00040422

00040423

00040500

00040600

00040601

00040602

00040604



Code

Taxon

Yersinia aldovae
00040610 Good identification
Tatumella ptyseos

Providencia stuartii

Proteus myxofaciens

00040620 Low discrimination
Shigella flexneri (group B)

Yersinia rohdei

Tatumella ptyseos

00040621 Good identification
Pantoea stewartii subsp. stewartii
Yersinia rohdei

Vibrio metschnikovii

00040622 Low discrimination
Shigella flexneri (group B)

Shigella boydii (group C)

Escherichia coli
00040624 Low discrimination
Yersinia rohdei

Tatumella ptyseos

Yersinia aldovae
00040625

Pantoea stewartii subsp. stewartii
Yersinia rohdei

Vibrio metschnikovii

00040626 Low discrimination
Vibrio metschnikovii

Shigella flexneri (group B)

Yersinia rohdei
00040627 Low discrimination
Vibrio metschnikovii

Pantoea stewartii subsp. stewartii
Aeromonas ichthiosmia

00040640 Good identification
Tatumella ptyseos

Proteus vulgaris

Providencia stuartii

00040643 Low discrimination
Vibrio metschnikovii

Escherichia coli

00040645 Low discrimination

Acceptable identification

ID
score

0.19

99.20
0.19
0.15

35.47
28.94
20.45

94.72
4.72
0.13

88.17
3.26
3.07

48.03
21.37
15.84

90.45
7.16
1.11

51.32
24.42
7.14

32.30
26.70
16.02

98.57
0.51
0.19

54.36
45.64

index
0.31

0.50
0.08
0.00

0.62
0.67
0.50

0.67
0.67
0.60

0.57
0.28
0.50

0.54
0.34
0.41

0.51
0.54
0.60

0.55
0.24
0.21

0.60
0.18
0.34

0.50
0.18
0.08

0.36
0.27

tests
against

RAF 11
MAL 1

SuUC 1

MLB 99

SuC1

SOR 99

MLB 99

BXY 10

RAF 2

RAF 2

RAF 11

ESL 1

RAF 2
MAN 98

Differentiation tests

9 1

IND VPT
1 5

98 1

1 99

PYR

99

YEP
99

PYR
99

99

PYR
50

99

OXI  YEP
1 1

1 99
9 1

IND

50
98

Code

00040610

00040620

00040621

00040622

00040624

00040625

00040626

00040627

00040640

00040643

00040645



Code

Taxon

Vibrio metschnikovii

Tatumella ptyseos

00040647 Good identification

Vibrio metschnikovii
00040660 Low discrimination
Vibrio metschnikovii

Shigella flexneri (group B)

Yersinia rohdei
00040662 Low discrimination
Vibrio metschnikovii

Shigella flexneri (group B)

Escherichia coli
00040663 Low discrimination
Vibrio metschnikovii

Escherichia coli

Aeromonas hydrophila subsp. hydrophila
00040664 Low discrimination
Vibrio metschnikovii

Yersinia pseudotuberculosis

Yersinia rohdei
00040665 Low discrimination
Vibrio metschnikovii

Pantoea stewartii subsp. stewartii

Yersinia pseudotuberculosis

00040666 Very good identification

Vibrio metschnikovii
00040667 Low discrimination
Vibrio metschnikovii

Aeromonas caviae

Aeromonas hydrophila subsp. hydrophila
00040671 Good identification
Pantoea agglomerans

Pantoea stewartii subsp. stewartii
Enterobacter amnigenus biovar 1
00040700 Low discrimination
Providencia stuartii

Tatumella ptyseos

Proteus myxofaciens

00040701 Acceptable identification

Providencia stuartii
Tatumella ptyseos

ID

score
55.48
44,52

100.0

32.03
17.40
14.20

66.74
17.86
15.39

55.83
18.18
16.13

65.21
19.55
5.10

48.65
22.62
16.02

100.0

85.73
7.24
2.75

97.37
1.77
0.44

52.37
42.57
3.05

90.84
6.71

index

0.36
0.01

0.36

0.59
0.29
0.34

0.59
0.24
0.40

0.64
0.48
0.45

0.59
0.21
0.21

0.64
0.18
0.27

0.59

0.64
0.26
0.30

0.37
0.00
0.03

0.60
0.55
0.34

0.44
0.22

tests . .
. Differentiation tests
against
RAF 2
MAN 98
RAF 2
PYR
RAF 2 50
1
99
RAF 2
OXl VPT
RAF 2 1 78
1 1
99 93
RAF 2
YEP
RAF 2 1
99
1
RAF 2
OXl VPT
RAF 2 1 78
99 9
99 93
YEP
ART 99 27
RAF 6 99
1
IND VPT
INO 95 98 1
RAF 7 1 5
1 99
YEP IND
INO 95 1 98
RAF 7 1 1

Code

00040647

00040660

00040662

00040663

00040664

00040665

00040666

00040667

00040671

00040700

00040701



Code
Taxon
Pantoea stewartii subsp. stewartii
00040704 Low discrimination
Providencia stuartii

Tatumella ptyseos

Proteus myxofaciens

00040720 Low discrimination
Providencia stuartii

Tatumella ptyseos

Vibrio metschnikovii

00040722 Low discrimination
Vibrio metschnikovii

Shigella flexneri (group B)

Vibrio furnissii
00040723 Low discrimination
Vibrio furnissii

Vibrio metschnikovii

Aeromonas sobria

00040725 Low discrimination
Vibrio furnissii

Vibrio metschnikovii

Pantoea stewartii subsp. stewartii
00040726

Vibrio metschnikovii
Vibrio furnissii
Vibrio fluvialis
00040727 Low discrimination
Vibrio furnissii

Vibrio metschnikovii

Aeromonas sobria

00040743 Good identification
Vibrio metschnikovii

00040745 Good identification
Vibrio metschnikovii

00040747 Good identification
Vibrio metschnikovii

00040760 Low discrimination
Vibrio metschnikovii

Serratia plymuthica

Aeromonas veronii

00040762

Identification to the genus

Very good identification

ID
score

0.95

52.45
42.63
3.06

75.25
5.56
5.14

50.81
23.23
16.87

43.29
37.78
5.60

32.50
28.36
22.52

73.35
24.36
2.29

46.15
40.27
5.97

100.0

100.0

100.0

62.70
15.60
8.92

index
0.00

0.44
0.39
0.18

0.44
0.22
0.55

0.55
0.24
0.22

0.37
0.60
0.28

0.37
0.60
0.18

0.55
0.22
0.17

0.37
0.60
0.28

0.36

0.36

0.36

0.59
0.26
0.17

tests
against

ONP 10

INO 95
RAF 7
BXY 10

INO 95
RAF 7
MAN 10

RAF 2

ARG 99

ART 89
RAF 11

ARG 99
ART 89
RAF 11

RAF 2

ARG 99
ART 89
RAF 11

RAF 2

RAF 2

RAF 2

RAF 2

Differentiation tests

9 1

IND VPT
98 1

1 5

1 99

IND
98

25

OXIl

99

(4]
99

99

OXI YEP
9 1

()]

99
99

OoXi
99

OXI IND

99 99

OXI  VPT

Code

00040704

00040720

00040722

00040723

00040725

00040726

00040727

00040743

00040745

00040747

00040760

00040762



Code

Taxon

Vibrio metschnikovii
Vibrio fluvialis
Aeromonas veronii
00040763 Low discrimination
Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
Vibrio fluvialis
00040764 Low discrimination
Vibrio metschnikovii

Serratia plymuthica

Vibrio fluvialis
00040765 Low discrimination
Vibrio metschnikovii

Serratia entomophila

Serratia plymuthica

00040766 Very good identification
Vibrio metschnikovii

Vibrio fluvialis
Vibrio furnissii
00040767 Low discrimination
Vibrio metschnikovii

Vibrio fluvialis
Vibrio furnissii
00040771 Good identification
Pantoea agglomerans

Enterobacter amnigenus biovar 1
Serratia entomophila

00041000 Low discrimination
Leminorella richardii

Proteus vulgaris

Providencia rustigianii

00041001 Low discrimination
Budvicia aquatica

Leminorella richardii

Proteus vulgaris
00041004 Low discrimination
Leminorella richardii

Providencia rustigianii

Proteus penneri
00041021 Good identification
Budvicia aquatica

Leminorella richardii

ID
score
95.19
1.96
151

67.12
16.52
4.36

89.87
5.59
1.85

62.31
16.87
4.26

96.65
1.99
1.36

83.18
5.40
4.04

99.39
0.26
0.17

42.32
34.31
13.14

45.84
22.76
18.45

64.06
16.21
7.35

98.76
0.33

index

0.59
0.18
0.02

0.64
0.45
0.32

0.59
0.16
0.18

0.64
0.18
0.23

0.59
0.18
0.03

0.64
0.32
0.18

0.47
0.09
-.03

0.67
0.79
0.62

0.50
0.34
0.46

0.52
0.46
0.43

0.53
0.00

tests
against

RAF 2

RAF 2

RAF 2

RAF 2

RAF 2

RAF 2

ART 99

RAF 6

Suc1

Suc1

LAC 87

SuC1
BXY 12

Suc1
LAC 87

Differentiation tests

1 78
9 1
99 95

OXl  VPT

99 93
99 1

OXI

99

(4]

99
99

()]

99
99

IND

50
98

Code

00040763

00040764

00040765

00040766

00040767

00040771

00041000

00041001

00041004

00041021



Code

Taxon

Proteus vulgaris
00041025 Good identification
Budvicia aquatica

Aeromonas ichthiosmia

00041040 Very good identification
Proteus vulgaris

Pragia fontium

Leminorella richardii

00041041 Acceptable identification

Proteus vulgaris
Budvicia aquatica
Pragia fontium
00041042 Good identification
Proteus vulgaris

Pragia fontium

Leminorella richardii

00041044 Low discrimination
Proteus vulgaris

Pragia fontium

Leminorella richardii

00041050 Good identification
Proteus vulgaris

Pragia fontium

Leminorella richardii

00041060 Good identification
Proteus vulgaris

Pragia fontium

Leminorella richardii

00041100 Low discrimination
Proteus vulgaris

Leminorella grimontii

Providencia rustigianii

00041104 Low discrimination
Leminorella grimontii

Providencia rustigianii

Pragia fontium
00041140 Low discrimination
Proteus vulgaris

Pragia fontium

Leminorella grimontii

00041144 Acceptable identification

ID
score

0.27

97.79
2.21

95.88
2.28
1.20

93.73
2.35
2.23

95.66
2.27
1.19

66.11
17.28
11.12

95.98
2.28
1.20

95.39
2.27
1.19

40.16
28.22
15.38

56.08
19.24
14.82

50.02
49.38
0.36

index
0.12

0.37
0.18

0.79
0.43
0.34

0.46
0.17
0.10

0.46
0.10
0.00

0.46
0.27
0.19

0.46
0.10
0.00

0.46
0.10
0.00

0.66
0.55
0.50

0.43
0.34
0.33

0.66
0.58
0.22

tests
against

Suc1

LAC 87

URE 95

URE 95
ONP 1

URE 95
GLR 1

URE 95
BXY 1

URE 95
MAL 1

URE 95

MAN 1

URE 95

Suc1

URE 95

Differentiation tests

IND OXI
1 1
99 99

PYR

99

PYR

99

PYR

99

PYR

99

PYR

99

PYR

99

IND

50

1

98

PYR IND

1 1

1 98

9 1

PYR

99

PYR

Code

00041025

00041040

00041041

00041042

00041044

00041050

00041060

00041100

00041104

00041140

00041144



Code

Taxon

Pragia fontium
Proteus vulgaris
Leminorella grimontii
00041200 Low discrimination
Proteus vulgaris

Tatumella ptyseos

Proteus penneri
00041201 Low discrimination
Proteus vulgaris

Tatumella ptyseos

Proteus penneri
00041202 Low discrimination
Proteus vulgaris

Tatumella ptyseos

Proteus penneri
00041204 Low discrimination
Tatumella ptyseos

Proteus penneri
Proteus vulgaris
00041210 Low discrimination
Proteus vulgaris

Tatumella ptyseos

Proteus penneri
00041220 Low discrimination
Yersinia aldovae

Proteus vulgaris

Tatumella ptyseos

00041224 Low discrimination
Yersinia aldovae

Tatumella ptyseos

Vibrio metschnikovii

00041226 Low discrimination
Vibrio metschnikovii

Aeromonas ichthiosmia

Yersinia aldovae
00041230 Low discrimination
Citrobacter gillenii

Edwardsiella hoshinae

Yersinia aldovae
00041231 Good identification
Citrobacter gillenii

Citrobacter werkmanii

ID
score
90.30
8.31
1.03

41.26
34.61
20.45

34.12
28.62
16.91

34.52
28.96
17.11

55.46
32.77
6.01

41.29
34.64
20.46

48.06
14.22
11.92

72.59
8.01
7.92

75.23
17.80
6.97

64.55
17.47
9.54

96.81
3.19

index

0.42
0.33
0.10

0.73
0.65
0.61

0.39
0.32
0.27

0.39
0.32
0.27

0.49
0.45
0.39

0.39
0.32
0.27

0.51
0.39
0.32

0.41
0.16
0.49

0.49
0.18
0.08

0.41
0.12
0.18

0.46
0.00

tests
against

SuUcC1
BXY 10

URE 95

URE 95
ONP 1

URE 95
GLR 1

H2S 1
BXY 10

URE 95

MAL 1

H2S 1

H2S 1

H2S 1

SOR 99

SOR 99

Differentiation tests

99

PYR
99

PYR
99

50

OXI IND

99 99

PYR

25

99

Code

00041200

00041201

00041202

00041204

00041210

00041220

00041224

00041226

00041230

00041231



Code
Taxon

00041235 Good identification
Citrobacter gillenii

00041240 Very good identification
Proteus vulgaris

Tatumella ptyseos

Proteus penneri
00041241 Good identification
Proteus vulgaris

Tatumella ptyseos

Vibrio metschnikovii

00041242 Good identification
Proteus vulgaris

Tatumella ptyseos

Proteus penneri
00041244 Low discrimination
Proteus vulgaris

Tatumella ptyseos

Proteus penneri
00041250 Good identification
Proteus vulgaris

Tatumella ptyseos

Proteus penneri
00041260 Low discrimination
Proteus vulgaris

Vibrio metschnikovii

Yersinia pestis
00041261 Low discrimination
Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
Serratia marcescens biovar 1
00041262 Acceptable identification
Vibrio metschnikovii

Proteus vulgaris
00041263 Low discrimination
Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
Vibrio fluvialis
00041264 Low discrimination
Vibrio metschnikovii

Yersinia pestis

Proteus vulgaris

ID
score

100.0

98.54
0.84
0.49

97.59
0.83
0.69

98.21
0.83
0.49

86.62
8.07
4.77

98.67
0.84
0.49

75.95
12.44
5.53

45.25
26.40
10.04

94.19
5.81

59.07
34.47
3.30

77.13
11.42
4.76

index

0.38

0.73
0.32
0.27

0.39
-.01
0.31

0.39
-.01
-.06

0.39
0.16
0.12

0.39
-.01
-.06

0.39
0.54
0.27

0.59
0.45
0.26

0.54
0.06

0.59
0.45
0.26

0.54
0.20
0.06

tests
against

SOR 99

URE 95

URE 95
ONP 1

URE 95
GLR 1

URE 95
BXY 1

URE 95
MAL 1

URE 95
MAN 1

H2S 1

H2S 1

H2S 1

H2S 1

Differentiation tests

PYR

1

50

99

OXI IND
1 25
99 96
1 1
OXI VPT
1 78
99 93
9 1
PYR

50

99

1

Code

00041235

00041240

00041241

00041242

00041244

00041250

00041260

00041261

00041262

00041263

00041264



Code
Taxon

00041265 Low discrimination
Vibrio metschnikovii

Yersinia pestis

Aeromonas hydrophila subsp. hydrophila
00041266 Good identification

Vibrio metschnikovii
00041267 Low discrimination
Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
Vibrio fluvialis
00041300 Low discrimination
Proteus vulgaris

Providencia stuartii

Tatumella ptyseos

00041321 Low discrimination
Vibrio metschnikovii

Citrobacter youngae

Aeromonas veronii

00041322 Identification to the genus
Vibrio metschnikovii

Vibrio fluvialis
Vibrio furnissii
00041323 Low discrimination
Vibrio metschnikovii

Vibrio fluvialis
Vibrio furnissii
00041324 Low discrimination
Vibrio metschnikovii

Providencia stuartii

Yersinia aldovae
00041325 Low discrimination
Vibrio metschnikovii

Vibrio fluvialis
Vibrio furnissii
00041326 Identification to the genus
Vibrio metschnikovii

Vibrio fluvialis
Vibrio furnissii
00041327 Low discrimination
Vibrio metschnikovii

Vibrio fluvialis

ID
score

78.76
5.49
5.11

100.0

86.06
5.58
4.80

67.58
13.24
6.56

23.63
21.98
17.89

89.45
5.65
491

55.28
10.99
10.46

60.69
26.75
5.40

54.40
10.81
10.29

89.45
5.65
491

59.94
11.91

index

0.59
0.20
0.30

0.54

0.59
0.30
0.26

0.60
0.46
0.37

0.55
0.38
0.26

0.50
0.17
0.04

0.55
0.31
0.18

0.50
0.14
0.08

0.55
0.31
0.18

0.50
0.17
0.04

0.55
0.31

tests
against

H2S 1

H2S 1

H2S 1

URE 95

H2S 1

H2S 1

H2S 1

H2S 1

H2S 1

H2S 1

H2S 1

Differentiation tests

OXI

99

OXI

99
99

IND

50
98

()]

99

(4]

99
99

(©)4]

99
99

PYR
50

99

OoXi

99
99

(©)4]

99
99

(©)4]

99

IND
25

96

VPT
78
93

VPT
78

95

IND
25
98

Code

00041265

00041266

00041267

00041300

00041321

00041322

00041323

00041324

00041325

00041326

00041327



Code

Taxon

Vibrio furnissii
00041330 Good identification
Citrobacter gillenii

00041331

Citrobacter gillenii

Citrobacter werkmanii

Pantoea agglomerans

00041335 Good identification

Citrobacter gillenii
00041340 Very good identification
Proteus vulgaris

Pragia fontium

Providencia stuartii

00041362 Acceptable identification
Vibrio metschnikovii

Vibrio fluvialis

Aeromonas veronii

00041363 Low discrimination
Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
Vibrio fluvialis
00041364 Acceptable identification
Vibrio metschnikovii

Vibrio fluvialis

Aeromonas veronii

00041365 Low discrimination
Vibrio metschnikovii

Serratia entomophila

Vibrio fluvialis
00041366 Good identification
Vibrio metschnikovii

Vibrio fluvialis
00041367 Low discrimination
Vibrio metschnikovii

Vibrio fluvialis

Aeromonas hydrophila subsp. hydrophila
00041440 Good identification
Proteus vulgaris

Pragia fontium

Leminorella richardii

00041600 Low discrimination

Identification to the genus

ID
score

11.34

100.0

69.47
26.32
1.55

100.0

97.22
2.26
0.19

93.14
3.88
2.98

55.15
27.42
7.24

93.14
3.88
2.98

53.00
28.99
6.96

96.00
4.00

81.18
10.66
4.48

95.68
2.27
1.19

index
0.18

0.41

0.46
0.17
0.00

0.38

0.60
0.24
0.12

0.54
0.18
0.02

0.59
0.45
0.32

0.54
0.18
0.02

0.59
0.18
0.32

0.54
0.18

0.59
0.32
0.29

0.46
0.10
0.00

tests
against

SOR 99

SOR 99

SOR 99

URE 95

H2S 1

H2S 1

H2S 1

H2S 1

H2S 1

H2S 1

URE 95
RAF 1

Differentiation tests

99

PYR IND
1 50
9 1

1 98
OXI VPT
1 78
9 1

99 95
OXI VPT
1 78
99 93
9 1
OXI VPT
1 78
9 1

99 95
OXI  VPT
1 78

1 99
9 1
OoXi

1

99

OXI VPT
1 78
9 1

99 93
PYR

1

99

1

Code

00041330

00041331

00041335

00041340

00041362

00041363

00041364

00041365

00041366

00041367

00041440

00041600



Code
Taxon

Tatumella ptyseos
Proteus vulgaris
Proteus penneri
00041640 Acceptable identification
Proteus vulgaris

Tatumella ptyseos

Proteus penneri
00042000 Good identification
Providencia rustigianii

Tatumella ptyseos

Proteus penneri
00042001 Acceptable identification
Budvicia aquatica

Providencia rustigianii

Tatumella ptyseos

00042004 Low discrimination
Providencia rustigianii

Vibrio hollisae

Tatumella ptyseos

00042005 Low discrimination
Budvicia aquatica

Providencia rustigianii

Vibrio hollisae
00042020 Low discrimination
Budvicia aquatica

Providencia rustigianii

Yersinia aldovae
00042021 Very good identification
Budvicia aquatica

Vibrio metschnikovii

Escherichia coli
00042022 Low discrimination
Vibrio metschnikovii

Escherichia coli

Shigella flexneri (group B)

00042023 Low discrimination
Vibrio metschnikovii

Escherichia coli

Budvicia aquatica

00042025 Low discrimination

Budvicia aquatica

ID
score

86.48
8.43
4.18

90.20
9.35
0.45

90.37
6.39
0.97

90.44
8.33
0.59

84.82
7.13
5.99

89.95
8.29
0.70

33.12
27.02
25.56

97.40
1.89
0.20

34.73
23.45
17.14

37.54
35.79
19.58

83.51

index

0.50
0.39
0.27

0.39
0.17
-.06

0.62
0.47
0.32

0.54
0.29
0.13

0.46
0.34
0.31

0.38
0.13
0.00

0.38
0.29
0.41

0.57
0.58
0.33

0.52
0.41
0.22

0.58
0.49
0.24

0.41

tests . .
. Differentiation tests
against
H2S 1
RAF 11
URE 95
RAF 1
IND
LAC 1 98
IND
SUC 1 1
98
1
OXl IND
LAC 1 1 98
BXY 10 99 79
1 1
OXl IND
SUC 1 1 1
BXY 10 1 98
99 79
PYR IND
SUC 1 1 1
ONP 93 1 98
99 1
IND
SuUC 1 1
25
92
TRE 99
IND
TRE 99 25
92
1
OXl IND
SuCc 1 1 1

Code

00041640

00042000

00042001

00042004

00042005

00042020

00042021

00042022

00042023

00042025



Code

Taxon

Vibrio metschnikovii
Aeromonas ichthiosmia
00042026 Acceptable identification
Vibrio metschnikovii

Vibrio hollisae
00042027 Low discrimination
Vibrio metschnikovii

Aeromonas ichthiosmia

Budvicia aquatica

00042060 Low discrimination
Vibrio metschnikovii

Budvicia aquatica

Providencia rustigianii

00042061 Low discrimination

Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
Budvicia aquatica

00042062 Acceptable identification

Vibrio metschnikovii
Escherichia coli
00042063 Low discrimination
Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
Escherichia coli
00042064 Good identification
Vibrio metschnikovii

00042065 Good identification
Vibrio metschnikovii

Aeromonas caviae

Aeromonas hydrophila subsp. hydrophila
00042066 Good identification
Vibrio metschnikovii

00042067 Good identification
Vibrio metschnikovii

Aeromonas caviae

Aeromonas hydrophila subsp. hydrophila
00042100 Acceptable identification
Providencia rustigianii

Providencia alcalifaciens

Providencia stuartii

00042121 Low discrimination

ID
score
14.56
1.13

94.08
5.92

83.97
6.50
4.87

89.17
4.19
341

60.92
17.89
17.87

91.33
8.67

68.15
20.01
9.14

100.0

90.50
3.60
2.95

100.0

93.25
3.70
3.04

92.21
5.62
0.83

index

0.58
0.18

0.52
0.00

0.58
0.18
0.08

0.56
0.05
-.04

0.62
0.43
0.24

0.56
0.31

0.62
0.43
0.39

0.56

0.62
0.18
0.27

0.56

0.62
0.18
0.27

0.50
0.26
0.22

tests
against

BXY 10

TRE 99

TRE 99

TRE 99

TRE 99

TRE 99

TRE 99

TRE 99

TRE 99

TRE 99

TRE 99

LAC 1

Differentiation tests

99

OXI

99

OXI

99

IND

25

98

(4]

99

()]

99

()]

99
99

(4]

99
99

25
99

IND
25
99

IND
25
96

VPT
78
93

VPT
78

93

VPT
78

93

Code

00042026

00042027

00042060

00042061

00042062

00042063

00042064

00042065

00042066

00042067

00042100

00042121



Code
Taxon

Vibrio metschnikovii

Budvicia aquatica

Aeromonas hydrophila subsp. hydrophila
00042122 Good identification
Vibrio metschnikovii

00042123 Good identification
Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
Aeromonas sobria

00042124 Low discrimination
Vibrio metschnikovii

Providencia rustigianii

00042125 Good identification
Vibrio metschnikovii

Budvicia aquatica

Aeromonas sobria

00042126 Good identification
Vibrio metschnikovii

00042127 Very good identification

Vibrio metschnikovii
Aeromonas sobria
00042160 Very good identification
Vibrio metschnikovii

00042161 Low discrimination
Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
Serratia entomophila

00042162 Very good identification
Vibrio metschnikovii

00042163 Low discrimination
Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
Aeromonas caviae

00042164 Very good identification
Vibrio metschnikovii

00042165 Very good identification
Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
Aeromonas caviae

ID
score

64.32
32.23
1.83

100.0

94.92
2.69
2.39

88.74
11.26

92.52
5.15
2.33

100.0

97.55
2.45

100.0

76.97
19.26
1.68

100.0

78.75
19.70
1.55

100.0

95.47
2.65
1.88

index

0.58
0.24
0.22

0.52

0.58
0.22
0.13

0.52
0.01

0.58
0.08
0.13

0.52

0.58
0.13

0.57

0.62
0.42
-.03

0.57

0.62
0.42
0.13

0.57

0.62
0.26
0.13

tests
against

TRE 99

TRE 99

TRE 99

TRE 99

TRE 99

TRE 99

TRE 99

TRE 99

TRE 99

TRE 99

TRE 99

TRE 99

TRE 99

Differentiation tests

OXI
1

1
99

OXI

99
99

(4]

99

(4]

99

()]

99

(©)4]

99
99

(4]

99
99

IND
25
1
96

IND
25

97

IND
25
96

VPT
78
93

VPT
78
93

Code

00042122

00042123

00042124

00042125

00042126

00042127

00042160

00042161

00042162

00042163

00042164

00042165



Code
Taxon

00042166 Very good identification
Vibrio metschnikovii

00042167 Very good identification
Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
Aeromonas caviae

00042200 Good identification
Tatumella ptyseos

Proteus myxofaciens

Proteus penneri
00042203 Low discrimination
Vibrio metschnikovii

Escherichia coli

Shigella dysenteriae (group A)
00042204 Acceptable identification
Tatumella ptyseos

Vibrio metschnikovii

Yersinia aldovae
00042205 Low discrimination
Vibrio metschnikovii

Tatumella ptyseos

Aeromonas ichthiosmia

00042206 Low discrimination
Vibrio metschnikovii

Tatumella ptyseos

Vibrio hollisae
00042207 Good identification
Vibrio metschnikovii

Aeromonas ichthiosmia

Aeromonas sobria

00042220 Low discrimination
Vibrio metschnikovii

Yersinia aldovae

Tatumella ptyseos

00042221 Low discrimination
Vibrio metschnikovii

Aeromonas sobria

Aeromonas hydrophila subsp. hydrophila
00042222 Low discrimination
Vibrio metschnikovii

Escherichia coli

ID
score

100.0

95.47
2.65
1.88

92.82
1.66
1.29

51.77
24.43
18.16

90.68
2.63
2.08

78.19
12.80
2.99

71.61
2491
2.23

92.80
3.55
2.56

69.08
17.79
4.41

86.54
4.81
2.88

85.03
11.02

index

0.57

0.62
0.26
0.13

0.65
0.34
0.34

0.63
0.49
0.22

0.49
0.57
0.31

0.63
0.16
0.18

0.57
0.16
0.00

0.63
0.18
0.18

0.85
0.51
0.32

0.91
0.51
0.56

0.85
0.63

tests
against

TRE 99

TRE 99

LAC 1

MAN 98

LAC 1

BXY 10

MAN 98

MAN 98

MAN 98

Differentiation tests

OXl  VPT

99 93
99 9

VPT

99

PYR

50
99

OXI IND

99 99

(©)4]

99

()]

99
99

PYR

50
99

(©)4]

99
99

Code

00042166

00042167

00042200

00042203

00042204

00042205

00042206

00042207

00042220

00042221

00042222



Code

Taxon

Shigella boydii (group C)
00042223 Low discrimination
Vibrio metschnikovii

Escherichia coli

Aeromonas sobria

00042224 Good identification
Vibrio metschnikovii

Yersinia aldovae

Tatumella ptyseos

00042225 Good identification
Vibrio metschnikovii

Aeromonas sobria

Aeromonas ichthiosmia

00042226 Very good identification
Vibrio metschnikovii

Aeromonas sobria

Aeromonas ichthiosmia

00042227 Good identification
Vibrio metschnikovii

Aeromonas sobria

Aeromonas ichthiosmia

00042230 Low discrimination
Citrobacter gillenii

Vibrio metschnikovii

Edwardsiella hoshinae

00042231 Low discrimination
Citrobacter gillenii

Vibrio metschnikovii

Pantoea agglomerans

00042232 Low discrimination
Vibrio metschnikovii

Edwardsiella hoshinae

Escherichia coli
00042233 Low discrimination
Vibrio metschnikovii

Escherichia coli

Aeromonas sobria

00042234 Low discrimination
Vibrio metschnikovii

Citrobacter gillenii

Yersinia aldovae

00042235 Low discrimination

ID
score

2.10

77.63
14.20
4.32

92.38
5.95
0.66

92.99
5.17
0.65

99.08
0.49
0.17

92.92
5.17
0.65

48.60
27.88
13.16

55.70
33.44
7.20

77.71
12.22
10.07

77.60
14.20
4.32

60.77
35.32
3.91

T
index

0.28

0.91
0.71
0.51

0.85
0.41
0.16

0.91
0.51
0.34

0.85
0.28
0.18

0.91
0.51
0.34

0.41
0.52
0.12

0.46
0.58
0.13

0.52
0.04
0.29

0.58
0.37
0.18

0.52
0.33
0.08

tests

. Differentiation tests
against

OXI

99
PYR
50
99

OXIl

99
99

(4]

99
99

(4]

99
99

SOR 99

SOR 99

MAL 1

(©)4]
MAL 1 1

99

MAL 1

Code

00042223

00042224

00042225

00042226

00042227

00042230

00042231

00042232

00042233

00042234

00042235



Code
Taxon

Vibrio metschnikovii
Citrobacter gillenii
Aeromonas sobria
00042236 Good identification
Vibrio metschnikovii

00042237 Good identification
Vibrio metschnikovii

Aeromonas sobria

00042241 Low discrimination
Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
Aeromonas caviae

00042242 Good identification
Vibrio metschnikovii

Escherichia coli

Tatumella ptyseos

00042243 Low discrimination
Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
Escherichia coli
00042244 Low discrimination
Vibrio metschnikovii

Tatumella ptyseos

00042245 Good identification
Vibrio metschnikovii

Aeromonas caviae

Aeromonas hydrophila subsp. hydrophila
00042246 Very good identification
Vibrio metschnikovii

00042247 Good identification
Vibrio metschnikovii

Aeromonas caviae

Aeromonas hydrophila subsp. hydrophila
00042260 Very good identification
Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
Serratia marcescens biovar 1

00042261 Low discrimination
Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila

ID
score

61.17
33.96
3.40

100.0

94.73
5.27

80.75
11.74
4.86

93.05
4.37
1.66

78.63
11.43
5.22

83.64
16.37

92.91
5.59
1.50

100.0

92.91
5.59
1.50

97.96
0.62
0.45

73.84
21.68

index

0.58
0.38
0.18

0.52

0.58
0.18

0.67
0.43
0.26

0.61
0.31
-.01

0.67
0.43
0.39

0.61
0.16

0.67
0.26
0.27

0.61

0.67
0.26
0.27

0.90
0.43
0.28

0.95
0.76

tests
against

MAL 1

MAL 1

MAL 1

MAN 98

MAN 98

MAN 98

MAN 98

MAN 98

MAN 98

MAN 98

Differentiation tests

OXI
1

1
99

OXI

99

OXIl

99
99

IND

25

92

(4]

99

(©)4]

99
99

OoXi

99
99

(©)4]

99

(©)4]

99

IND
25
1
97

VPT
78
93

VPT
78
93

VPT
78

93

VPT
78

93

IND
25
96

VPT
78
93

Code

00042236

00042237

00042241

00042242

00042243

00042244

00042245

00042246

00042247

00042260

00042261



Code

Taxon

Aeromonas caviae

00042262 Very good identification

Vibrio metschnikovii

Escherichia coli

Aeromonas hydrophila subsp. hydrophila
00042263 Low discrimination

Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
Aeromonas caviae

00042264 Very good identification

Vibrio metschnikovii

Aeromonas caviae

Yersinia pestis

00042265 Good identification

Vibrio metschnikovii

Aeromonas caviae

Aeromonas hydrophila subsp. hydrophila
00042266 Very good identification

Vibrio metschnikovii

Aeromonas caviae

Aeromonas hydrophila subsp. hydrophila
00042267 Good identification

Vibrio metschnikovii

Aeromonas caviae

Aeromonas hydrophila subsp. hydrophila
00042270 Low discrimination

Vibrio metschnikovii
Pantoea agglomerans
00042271 Low discrimination

Pantoea agglomerans

Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
00042272 Good identification

Vibrio metschnikovii
Escherichia coli
00042273 Low discrimination

Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
Pantoea agglomerans

00042274 Good identification

Vibrio metschnikovii

ID
score

2.93

97.40
1.78
0.61

73.39
21.55
2.92

99.55
0.17
0.10

92.87
3.69
3.03

99.69
0.17
0.07

92.93
3.69
3.03

79.53
20.47

89.93
7.50
2.20

98.21
1.79

62.35
18.31
15.26

97.22

T
index

0.51

0.90
0.53
0.43

0.95
0.76
0.51

0.90
0.23
0.20

0.95
0.51
0.60

0.90
0.23
0.27

0.95
0.51
0.60

0.56
0.13

0.46
0.62
0.43

0.56
0.19

0.62
0.43
0.18

0.56

tests

against

MAL 1

ART 99

MAL 1

MAL 1

MAL 1

Differentiation tests

99

OXI

99

OXI

99
99

OXIl

99

(4]

99
99

(4]

99
99

()]

99
99

OoXi

99

(©)4]

99

9

VPT
78

93

VPT

78
93

IND
25
96

VPT

78

93

VPT
78

93

VPT
78

93

IND

25
96

IND
25
96

Code

00042262

00042263

00042264

00042265

00042266

00042267

00042270

00042271

00042272

00042273

00042274



Code

Taxon

Pantoea agglomerans
00042276 Good identification
Vibrio metschnikovii

00042277 Good identification
Vibrio metschnikovii

Aeromonas caviae

Aeromonas hydrophila subsp. hydrophila
00042300 Low discrimination
Providencia stuartii

Tatumella ptyseos

Proteus myxofaciens

00042302 Low discrimination
Vibrio metschnikovii

Providencia stuartii

Tatumella ptyseos

00042303 Very good identification
Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
Providencia stuartii

00042305 Low discrimination
Vibrio metschnikovii

Providencia stuartii

Aeromonas sobria

00042306 Very good identification
Vibrio metschnikovii

Providencia stuartii

00042307 Very good identification
Vibrio metschnikovii

Aeromonas sobria

Aeromonas schubertii

00042320 Good identification
Vibrio metschnikovii

Providencia stuartii

Yersinia aldovae
00042321 Good identification
Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
Aeromonas sobria

00042322 Very good identification
Vibrio metschnikovii

Aeromonas sobria

ID
score

2.78

100.0

90.95
3.61
2.97

65.12
15.96
14.00

72.32
18.12
4.44

95.15
1.34
1.25

85.62
12.34
1.07

97.29
2.71

97.68
1.22
1.11

93.46
5.26
0.23

92.33
2.62
2.32

99.41
0.22

index
-.03

0.56

0.62
0.18
0.27

0.51
0.37
0.34

0.58
0.17
0.04

0.63
0.22
0.02

0.63
0.19
0.13

0.58
0.02

0.63
0.13
0.07

0.86
0.35
0.18

0.91
0.56
0.46

0.86
0.23

tests
against

MAL 1

MAL 1

LAC 2

INO 95

MAN 98

MAN 98

MAN 98

MAN 98

MAN 98

Differentiation tests

OXI

99
99

IND
98

IND

25

98

(4]

99

(4]

99

()]

99
99

PYR
50

99

(©)4]

99
99

(©)4]

99

VPT
78

93

VPT

99

VPT
78
93

IND
25
97

IND
25
98

Code

00042276

00042277

00042300

00042302

00042303

00042305

00042306

00042307

00042320

00042321

00042322



Code

Taxon
Escherichia coli
00042323 Good identification
Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
Aeromonas sobria

00042324 Very good identification

Vibrio metschnikovii
Providencia stuartii
Aeromonas sobria
00042325 Very good identification
Vibrio metschnikovii

Aeromonas sobria

Aeromonas hydrophila subsp. hydrophila
00042326 Very good identification
Vibrio metschnikovii

Aeromonas sobria

Vibrio fluvialis
00042327 Very good identification
Vibrio metschnikovii

Aeromonas sobria

Aeromonas hydrophila subsp. hydrophila
00042330 Low discrimination
Citrobacter gillenii

Vibrio metschnikovii

Providencia stuartii

00042331 Low discrimination
Citrobacter gillenii

Vibrio metschnikovii

Pantoea agglomerans

00042332 Good identification
Vibrio metschnikovii

00042333 Good identification
Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
Aeromonas sobria

00042334 Low discrimination
Vibrio metschnikovii

Citrobacter gillenii

00042335 Low discrimination
Vibrio metschnikovii

Citrobacter gillenii

ID
score

0.13

93.92
2.67
2.36

98.97
0.62
0.22

96.24
2.42
0.30

99.65
0.22
0.09

96.42
2.43
0.30

61.33
36.61
2.06

44.92
28.07
23.23

100.0

92.03
2.61
2.31

64.17
35.83

60.59
32.32

T
index

0.29

0.91
0.56
0.46

0.86
0.19
0.23

0.91
0.46
0.40

0.86
0.23
0.22

0.91
0.46
0.40

0.41
0.52
0.02

0.46
0.58
0.23

0.52

0.58
0.22
0.13

0.52
0.33

0.58
0.38

tests

against

SOR 99

SOR 99

MAL 1

MAL 1

MAL 1

MAL 1

Differentiation tests

OXI

99
99

OXI

99

OXIl

99
99

(4]

99
99

(4]

99
99

IND

25
98

(4]

99
99

Code

00042323

00042324

00042325

00042326

00042327

00042330

00042331

00042332

00042333

00042334

00042335



Code

Taxon

Pantoea agglomerans
00042336 Good identification
Vibrio metschnikovii

00042337 Very good identification
Vibrio metschnikovii

Aeromonas sobria

00042340 Low discrimination
Vibrio metschnikovii

Providencia stuartii

Pantoea terrea
00042341 Low discrimination
Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
Aeromonas caviae

00042342 Very good identification
Vibrio metschnikovii

00042343 Low discrimination
Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
Aeromonas caviae

00042344 Very good identification

Vibrio metschnikovii
Providencia stuartii
Pantoea terrea
00042345 Very good identification
Vibrio metschnikovii

Aeromonas caviae

Aeromonas hydrophila subsp. hydrophila
00042346 Very good identification
Vibrio metschnikovii

00042347 Very good identification
Vibrio metschnikovii

Aeromonas caviae

Aeromonas hydrophila subsp. hydrophila
00042360 Very good identification
Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
Aeromonas veronii

00042361 Low discrimination

Vibrio metschnikovii

ID
score

5.57

100.0

97.55
2.45

72.91
10.28
9.33

84.68
10.49
2.52

100.0

86.68
10.73
2.58

97.10
1.52
1.38

95.83
2.85
1.32

100.0

95.83
2.85
1.32

98.66
0.53
0.20

76.11

index
0.07

0.52

0.58
0.13

0.62
0.17
0.11

0.67
0.42
0.21

0.62

0.67
0.42
0.21

0.62
0.02
-.05

0.67
0.21
0.26

0.62

0.67
0.21
0.26

0.90
0.42
0.17

0.95

tests
against

MAL 1

MAL 1

MAN 98

MAN 98

MAN 98

MAN 98

MAN 98

MAN 98

MAN 98

MAN 98

Differentiation tests

OXI

99

VPT
78

99

OXIl

99
99

()]

99
99

VPT
78

99

()]

99
99

(©)4]

99
99

(4]

99
99

(©)4]

IND
25
98

VPT
78
93

VPT
78
93

IND
25
98

VPT

78

93

VPT
78

93

IND
25

Code

00042336

00042337

00042340

00042341

00042342

00042343

00042344

00042345

00042346

00042347

00042360

00042361



Code

Taxon

Aeromonas hydrophila subsp. hydrophila
Serratia entomophila

00042362 Very good identification

Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
Aeromonas caviae

00042363 Low discrimination
Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
Aeromonas caviae

00042364 Very good identification
Vibrio metschnikovii

Aeromonas caviae

Aeromonas hydrophila subsp. hydrophila
00042365 Good identification
Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
Aeromonas caviae

00042366 Very good identification

Vibrio metschnikovii

Aeromonas caviae

Aeromonas hydrophila subsp. hydrophila
00042367 Very good identification
Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
Aeromonas caviae

00042370 Low discrimination
Vibrio metschnikovii

Pantoea agglomerans

00042371 Good identification
Pantoea agglomerans

Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
00042372 Very good identification
Vibrio metschnikovii

Pantoea agglomerans

00042373 Low discrimination
Vibrio metschnikovii

Pantoea agglomerans

Aeromonas hydrophila subsp. hydrophila

00042374 Good identification

ID
score
19.04
1.66

99.28
0.53
0.09

78.46
19.63
1.54

99.75
0.09
0.06

94.65
2.63
1.86

99.80
0.09
0.06

95.17
2.65
1.87

50.27
49.73

97.24
2.11
0.53

98.02
1.98

45.24
42.55
11.32

T
index
0.76
0.31

0.90
0.42
0.18

0.95
0.76
0.46

0.90
0.18
0.26

0.95
0.60
0.46

0.90
0.18
0.26

0.95
0.60
0.46

0.57
0.23

0.56
0.62
0.42

0.57
-.05

0.62
0.28
0.42

tests

against

MAL 1

ART 99

MAL 1

MAL 1

Differentiation tests

99
1

OXI

99
99

OXI

99
99

OXIl

99
99

(4]

99
99

()]

99
99

(©)4]

99
99

OoXi

99

(©)4]

99

96
1

VPT
78
93

VPT
78
93

VPT

78

93

VPT

78
93

VPT

78

93

VPT

78
93

IND

25
96

IND
25

96

Code

00042362

00042363

00042364

00042365

00042366

00042367

00042370

00042371

00042372

00042373

00042374



Code

Taxon

Vibrio metschnikovii
Pantoea agglomerans
00042375 Low discrimination
Pantoea agglomerans

Vibrio metschnikovii

Aeromonas hydrophila subsp. hydrophila
00042376 Very good identification

Vibrio metschnikovii
00042377 Low discrimination
Vibrio metschnikovii

Pantoea agglomerans

Aeromonas hydrophila subsp. hydrophila
00042422 Low discrimination
Escherichia coli

Shigella flexneri (group B)

00042423 Good identification
Escherichia coli

Vibrio metschnikovii

00042600 Good identification
Tatumella ptyseos

Providencia stuartii

Proteus myxofaciens

00042603 Acceptable identification
Escherichia coli

Vibrio metschnikovii

00042620 Low discrimination
Vibrio metschnikovii

Shigella flexneri (group B)

Yersinia rohdei
00042622 Low discrimination
Escherichia coli

Vibrio metschnikovii

Shigella flexneri (group B)

00042623 Low discrimination
Escherichia coli

Vibrio metschnikovii

Aeromonas sobria

00042624 Low discrimination
Vibrio metschnikovii

Yersinia rohdei

Tatumella ptyseos

ID
score
90.10
9.90

83.02
16.21
0.45

100.0

86.81
9.07
241

52.49
4751

96.18
3.83

98.91
0.38
0.15

92.56
7.44

29.57
19.85
16.20

71.98
21.05
6.96

80.59
16.70
1.41

83.58
8.08
3.59

index

0.57
0.07

0.40
0.62
0.26

0.57

0.62
0.12
0.26

0.37
0.19

0.45
0.29

0.50
0.13
0.00

0.45
0.35

0.57
0.29
0.34

0.58
0.57
0.24

0.66
0.63
0.26

0.57
0.21
0.01

tests
against

MAL 1

ART 99
BXY 10

MAL 1

MAL 1

SOR 88
TRE 95

SOR 88
TRE 95

LAC 1

RAF 11

SOR 88

MAN 95

RAF 2

SOR 88

SOR 88

RAF 2

Differentiation tests

OXI

99

OXIl

99

IND

98

PYR

50

99

(4]

99

PYR

50
99

IND

25
96

IND
25

96

VPT

99

Code

00042375

00042376

00042377

00042422

00042423

00042600

00042603

00042620

00042622

00042623

00042624



Code
Taxon

00042625 Low discrimination
Vibrio metschnikovii

Pantoea stewartii subsp. stewartii
Aeromonas sobria

00042626 Very good identification
Vibrio metschnikovii

Escherichia coli
00042627 Low discrimination
Vibrio metschnikovii

Aeromonas sobria

Escherichia coli
00042641 Low discrimination
Vibrio metschnikovii

Escherichia coli
00042645 Good identification
Vibrio metschnikovii

00042647 Good identification
Vibrio metschnikovii

00042660 Low discrimination
Vibrio metschnikovii

Serratia plymuthica

Escherichia coli
00042661 Low discrimination
Vibrio metschnikovii

Serratia plymuthica

Aeromonas hydrophila subsp. hydrophila
00042662 Low discrimination
Vibrio metschnikovii

Escherichia coli
00042663 Low discrimination
Vibrio metschnikovii

Escherichia coli

Aeromonas hydrophila subsp. hydrophila
00042664 Good identification
Vibrio metschnikovii

Serratia plymuthica

00042665 Low discrimination
Vibrio metschnikovii

Aeromonas caviae

Serratia plymuthica

ID
score

57.44
33.00
4.84

96.66
3.34

87.55
7.38
4.27

83.71
16.29

100.0

100.0

77.32
18.55
4.13

57.51
15.15
8.36

67.53
32.47

52.38
35.55
7.61

94.34
5.66

85.68
6.95
5.64

index

0.63
0.18
0.26

0.57
0.25

0.63
0.26
0.33

0.39
0.19

0.39

0.39

0.61
0.28
0.32

0.67
0.35
0.43

0.61
0.48

0.67
0.56
0.43

0.61
0.18

0.67
0.28
0.25

tests
against

RAF 2

RAF 2

RAF 2

RAF 2
MAN 98

RAF 2

RAF 2

RAF 2

RAF 2

RAF 2

RAF 2

RAF 2

RAF 2

Differentiation tests

OXI YEP
11
1 99
99 1
OXI

1

